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<210> 


1 


<211> 


20 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


synthetic peptide 


<400> 


1 



His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro Ala Pro Gly Ser Thr 
15 10 15 



Ala Pro Pro Ala 
20 



<210> 2 

<211> 24 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 

<400> 2 

Thr Ala Pro Pro Ala His Gly Val Thr Ser Ala Pro Asp Thr Arg Pro 
1 5 ' 10 15 



Ala Pro Gly Ser Thr Ala Pro Pro 
20 



<210> 3 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 3 



Tyr Gly Asp lie Ser Ser Arg Val Gly Leu Arg His Lys Leu Gin Cys 
15 10 15 

Lys Pro Phe Ser Trp Tyr Leu Glu Asn lie Tyr Pro Asp Ser Gin lie 
20 25 30 

Pro Arg His Tyr Phe Ser Leu Gly Glu lie Arg Asn val Glu Thr Asn 
35 40 ~ 45 

Gin Cys Leu Asp Asn Met Ala Arg Lys Glu Asn Glu Lys val Gly lie 
50 55 60 

Phe Asn cys His Gly Met Gly Gly Asn Gin val Phe Ser Tyr Thr Ala 
65 70 75 80 

Asn Lys Glu lie Arg Thr Asp Asp Leu Cys Leu Asp Val Ser Lys Leu 
85 90 95 

Asn Gly Pro val Thr Met Leu Lys Cys His His Leu Lys Gly Asn Gin 
100 105 110 

Leu Trp Glu Tyr Asp Pro Val Lys Leu Thr Leu Gin His Val Asn Ser 
115 120 125 

Asn Gin Cys Leu Asp Lys Ala Thr Glu Glu Asp Ser Gin Val Pro Ser 
130 135 140 

lie Arg Asp Cys Asn Gly Ser Arg Ser Gin Gin Trp Leu Leu Arg Asn 
145 150 155 160 

Val Thr Leu Pro Glu lie Phe 
165 



<210> 4 

<211> 164 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Tyr Gly Asn lie Gin Ser Arg Leu Glu Leu Arg Lys Lys Leu Ser Cys 
1 5 10 15 

Lys Pro Phe Lys Trp Tyr Leu Glu Asn val Tyr Pro Glu Leu Arg Val 
20 25 30 

Pro Asp His Gin Asp lie Ala Phe Gly Ala Leu Gin Gin Gly Thr Asn 
35 40 45 

Cys Leu Asp Thr Leu Gly His Phe Ala Asp Gly val val Gly Val Tyr 

2 



50 55 60 

Glu Cys His Asn Ala Gly Gly Asn Gin Glu Trp Ala Leu Thr Lys Glu 
65 70 75 80 

Lys ser val Lys His Met Asp Leu Cys Leu Thr val val Asp Arg Ala 
85 90 95 

Pro Gly Ser Leu lie Lys Leu Gin Gly Cys Arg Glu Asn Asp Ser Arg 
100 105 110 

Gin Lys Trp Glu Gin lie Glu Gly Asn Ser Lys Leu Arg His Val Gly 
115 120 125 

Ser Asn Leu Cys Leu Asp Ser Arg Thr Ala Lys Ser Gly Gly Leu Ser 
130 135 " 140 

val Glu val Cys Gly Pro Ala Leu Ser Gin Gin Trp Lys Phe Thr Leu 
145 150 155 160 

Asn Leu Gin Gin 



<210> 5 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Phe Gly Asp Leu Ser Lys Arg Phe Glu lie Lys His Arg Leu Arg Cys 
15 10 ~ 15 

Lys Asn Phe Thr Trp Tyr Leu Asn Asn lie Tyr Pro Glu Val Tyr Val 
20 25 30 

Pro Asp Leu Asn Pro Val He Ser Gly Tyr lie Lys Ser val Gly Gin 
35 40 45 

Pro Leu Cys Leu Asp val Gly Glu Asn Asn Gin Gly Gly Lys Pro Leu 
50 55 60 

lie Met Tyr Thr Cys His Gly Leu Gly Gly Asn Gin Tyr Phe Glu Tyr 
65 70 75 80 

ser Ala Gin His Glu lie Arg His Asn lie Gin Lys Glu Leu Cys Leu 
85 90 95 

His Ala Ala Gin Gly Leu val Gin Leu Lys Ala Cys Thr Tyr Lys Gly 
100 105 110 

3 



His Lys Thr val val Thr Gly Glu Gin lie Trp Glu lie Gin Lys Asp 
115 120 125 

Gin Leu Leu Tyr Asn Pro Phe Leu Lys Met Cys Leu Ser Ala Asn Gly 
130 135 140 

Glu His Pro Ser Leu val Ser Cys Asn Pro Ser Asp Pro Leu Gin Lys 
145 150 " 155 160 

Trp lie Leu Ser Gin Asn Asp 
165 



<210> 6 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Ala Tyr Gly Asp lie Ser Glu Arg Lys Leu Leu Arg Glu Arg Leu Arg 
1 5 10 " 15 

Cys Lys Ser Phe Asp Trp Tyr Leu Lys Asn Val Phe Pro Asn Leu His 
20 25 30 

val Pro Glu Asp Arg Pro Gly Trp His Gly Ala lie Arg Ser Arg Gly 
35 40 45 

lie Ser Ser Glu Cys Leu Asp Tyr Asn Ser Pro Asp Asn Asn Pro Thr 
50 55 60 

Gly Ala Asn Leu Ser Leu Phe Gly Cys His Gly Gin Gly Gly Asn Gin 
65 70 ' 75 80 

Phe Phe Glu Tyr Thr ser Asn Lys Glu lie Arg Phe Asn Ser Val Thr 
85 90 95 

Glu Leu Cys Ala Glu val Pro Glu Gin Lys Asn Tyr val Gly Met Gin 
100 105 110 

Asn Cys Pro Lys Asp Gly Phe Pro Val Pro Ala Asn lie lie Trp His 
115 120 125 

Phe Lys Glu Asp Gly Thr lie Phe His Pro His Ser Gly Leu Cys Leu 
130 135 140 

Ser Ala Tyr Arg Thr Pro Glu Gly Arg Pro Asp val Gin Met Arg Thr 
145 " 150 155 160 



Cys Asp Ala Leu Asp Lys Asn Gin lie Trp ser Phe Glu Lys 
165 170 



<210> 7 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Asp val Gly Asn Leu Thr Gin Gin Arg Glu Leu Arg Lys Lys Leu Lys 
15 10 15 

Cys Lys Ser Phe Lys Trp Tyr Leu Glu Asn Val Phe Pro Asp Leu Arg 
20 25 30 

Ala Pro lie val Arg Ala Ser Gly val Leu lie Asn Val Ala Leu Gly 
35 ' 40 45 

Lys Cys lie ser lie Glu Asn Thr Thr val lie Leu Glu Asp Cys Asp 
50 55 60 

Gly Ser Lys Glu Leu Gin Gin Phe Asn Tyr Thr Trp Leu Arg Leu lie 
65 70 75 80 

Lys Cys Gly Glu Trp Cys lie Ala Pro lie Pro Asp Lys Gly Ala Val 
85 90 95 

Arg Leu His Pro Cys Asp Asn Arg Asn Lys Gly Leu Lys Trp Leu His 
100 105 110 

Lys Ser Thr Ser val Phe His Pro Glu Leu val Asn His lie Val Phe 
115 120 125 

Glu Asn Asn Gin Gin Leu Leu cys Leu Glu Gly Asn Phe ser Gin Lys 
130 135 140 

lie Leu Lys Val Ala Ala Cys Asp Pro val Lys Pro Tyr Gin Lys Trp 
145 150 155 160 

Lys Phe Glu Lys Tyr Tyr Glu Ala 
165 

<210> 8 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Ser Phe Gly Asp lie Ser Glu Arg Leu Gin Leu Arg Glu Gin Leu His 

5 



15 10 15 

Cys His Asn Phe Ser Trp Tyr Leu His Asn val Tyr Pro Glu Met Phe 
20 25 30 

val Pro Asp Leu Thr Pro Thr Phe Tyr Gly Ala lie Lys Asn Leu Gly 
35 40 45 

Thr Asn Gin Cys Leu Asp Val Gly Glu Asn Asn Arg Gly Gly Lys Pro 
50 55 60 

Leu lie Met Tyr Ser Cys His Gly Leu Gly Gly Asn Gin Tyr Phe Glu 
65 70 75 80 

Tyr Thr Thr Gin Arg Asp Leu Arg His Asn lie Ala Lys Gin Leu Cys 
85 ' 90 95 

Leu His Val Ser Lys Gly Ala Leu Gly Leu Gly Ser Cys His Phe Thr 
100 105 110 

Gly Lys Asn Ser Gin val Pro Lys Asp Glu Glu Trp Glu Leu Ala Gin 
115 120 125 

Asp Gin Leu lie Arg Asn Ser Gly Ser Gly Thr Cys Leu Thr Ser Gin 
130 " 135 140 

Asp Lys Lys Pro Ala Met Ala Pro Cys Asn Pro Ser Asp Pro His Gin 
145 150 155 160 

Leu Trp Leu Phe val 
165 

<210> 9 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Tyr Gly Asp lie Ser Glu Leu Lys Lys Phe Arg Glu Asp His Asn Cys 
1 5 10 15 

Gin Ser Phe Lys Trp Phe Met Glu Glu lie Ala Tyr Asp lie Thr ser 
20 25 30 

His Tyr Pro Leu Pro Pro Lys Asn val Asp Trp Gly Glu lie Arg Gly 
35 40 45 

Phe Glu Thr Ala Tyr Cys lie Asp Ser Met Gly Lys Thr Asn Gly Gly 
50 55 60 

6 



Phe Val Glu Leu Gly Pro Cys His Arg Met Gly Gly Asn Gin Leu Phe 
65 70 "75 80 

Arg lie Asn Glu Ala Asn Gin Leu Met Gin Tyr Asp Gin Cys Leu Thr 
85 90 95 

Lys Gly Ala Asp Gly Ser Lys val Met lie Thr His Cys Asn Leu Asn 
100 105 110 

Glu Phe Lys Glu Trp Gin Tyr Phe Lys Asn Leu His Arg Phe Thr His 
115 120 125 

lie Pro Ser Gly Lys Cys Leu Asp Arg Ser Glu Val Leu His Gin val 
130 135 140 

Phe lie Ser Asn cys Asp Ser Ser Lys Thr Thr Gin Lys Trp Glu Met 
145 150 ' 155 160 

Asn Asn lie His Ser Val 
165 



<210> 10 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Phe Gly Asp val Ser Ser Arg Met Ala Leu Arg Glu Lys Leu Lys Cys 
1 5 " 10 15 

Lys Thr Phe Asp Trp Tyr Leu Lys Asn val Tyr Pro Leu Leu Lys Pro 
20 25 30 

Leu His Thr lie val Gly Tyr Gly Arg Met Lys Asn Leu Leu Asp Glu 
35 40 " 45 

Asn val Cys Leu Asp Gin Gly Pro val Pro Gly Asn Thr Pro lie Met 
50 55 60 

Tyr Tyr Cys His Glu Phe Ser Ser Gin Asn val Tyr Tyr His Leu Thr 
65 70 75 80 

Gly Glu Leu Tyr val Gly Gin Leu lie Ala Glu Ala Ser Ala Ser Asp 
85 90 95 

Arg cys Leu Thr Asp Pro Gly Lys Ala Glu Lys Pro Thr Leu Glu Pro 
100 105 110 



Cys Ser Lys Ala Ala Lys Asn Arg Leu His lie Tyr Trp Asp Phe Lys 
115 120 125 

Pro Gly Gly Ala val lie Asn Arg Asp Thr Lys Arg cys Leu Glu Met 
130 * 135 ~ 140 

Lys Lys Asp Leu Leu Gly Ser His val Leu val Leu Gin Thr Cys Ser 

145 150 155 160 

Thr Gin val Trp Glu He Gin His Thr val Arg Asp Trp Gly Gin Thr 
165 170 175 

Asn Ser Gin 



<210> 11 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Phe Gly Asp val Ser Glu Arg Leu Ala Leu Arg Gin Arg Leu Lys Cys 
1 5 ~ 10 15 

Arg Ser Phe Lys Trp Tyr Leu Glu Asn val Tyr Pro Glu Met Arg Val 
20 25 30 

Tyr Asn Asn Thr Leu Thr Tyr Gly Glu Val Arg Asn Ser Lys Ala ser 
35 40 45 

Ala Tyr Cys Leu Asp Gin Gly Ala Glu Asp Gly Asp Arg Ala lie Leu 
50 55 60 

Tyr Pro Cys His Gly Met Ser Ser Gin Leu val Arg Tyr Ser Ala Asp 
65 70 75 80 

Gly Leu Leu Gin Leu Gly Pro Leu Gly Ser Thr Ala Phe Leu Pro Asp 
85 90 95 

Ser Lys Cys Leu val Asp Asp Gly Thr Gly Arg Met Pro Thr Leu Lys 
100 105 ~ 110 

Arg Cys Glu Asp Val Ala Arg Pro Thr Gin Arg Leu Trp Asp Phe Thr 
115 120 125 

Gin Ser Gly Pro lie val Ser Arg Ala Thr Gly Arg Cys Leu Glu Val 
130 135 140 



Glu Met ser Lys Asp Ala Asn Phe Gly Leu Arg Leu val val Gin Arg 

145 150 155 160 

Cys Ser Gly Gin Lys Trp Met lie Arg Asn Trp lie Lys His Ala Arg 

165 170 175 



His 



<210> 12 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Ala Gly Asp Val Ala Val Gin Lys Lys Leu Arg Ser Ser Leu Asn Cys 
15 10 15 

Lys Ser Phe Lys Trp Phe Met Thr Lys lie Ala Trp Asp Leu Pro Lys 
20 25 30 

Phe Tyr Pro Pro val Glu Pro Pro Ala Ala Ala Trp Gly Glu lie Arg 
35 40 45 

Asn val Gly Thr Gly Leu Cys Ala Asp Thr Lys His Gly Ala Leu Gly 
50 '55 60 

Ser Pro Leu Arg Leu Glu Gly Cys Val Arg Gly Arg Gly Glu Ala Ala 
65 70 75 80 

Trp Asn Asn Met Gin val Phe Thr Phe Thr Trp Arg Glu Asp lie Arg 

85 90 95 

Pro Gly Asp Pro Gin His Thr Lys Lys Phe Cys Phe Asp Ala lie Ser 
100 105 110 

His Thr ser Pro val Thr Leu Tyr Asp Cys His Ser Met Lys Gly Asn 
115 120 125 

Gin Leu Trp Lys Tyr Arg Lys Asp Lys Thr Leu Tyr His Pro val Ser 
130 135 140 

Gly Ser cys Met Asp cys Ser Glu Ser Asp His Arg lie Phe Met Asn 
145 150 155 " 160 

Thr Cys Asn Pro Ser Ser Leu Thr Gin Gin Trp Leu Phe Glu His Thr 
165 170 175 

Asn Ser Thr val Leu Glu Lys Phe Asn Arg Asn 

9 



180 185 



<210> 13 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Asn lie Ser Glu Arg Val Glu Leu Arg Lys Lys Leu Gly Cys Lys Ser 
1 5 10 15 

Phe Lys Trp Tyr Leu Asp Asn Val Tyr Pro Glu Met Gin lie Ser Gly 
20 25 30 

Ser His Ala Lys Pro Gin Gin Pro lie Phe Val Asn Arg Gly Pro Lys 
35 40 45 

Arg Pro Lys Val Leu Gin Arg Gly Arg Leu Tyr His Leu Gin Thr Asn 
50 55 ~ 60 

Lys Cys Leu val Ala Gin Gly Arg Pro Ser Gin Lys Gly Gly Leu Val 
65 70 " 75 80 

Val Leu Lys Ala Cys Asp Tyr Ser Asp Pro Asn Gin lie Trp lie Tyr 
85 90 95 

Asn Glu Glu His Glu Leu val Leu Asn Ser Leu Leu Cys Leu Asp Met 
100 105 110 

Ser Glu Thr Arg Ser Ser Asp Pro Pro Arg Leu Met Lys Cys His Gly 
115 120 125 



Ser Gly Gly Ser Gin Gin Trp Thr Phe Gly Lys Asn Asn Arg Leu Tyr 
130 135 140 

Gin val Ser val Gly Gin Cys Leu Arg Ala val Asp Pro Leu Gly Gin 
145 150 ~ 155 160 

Lys Gly Ser Val Ala Met Ala lie Cys Asp Gly Ser Ser Ser Gin Gin 
165 170 175 

Trp His Leu Glu Gly 
180 

<210> 14 

<211> 173 

<212> PRT 

<213> Homo sapiens 

<400> 14 

10 



Asp val Thr Glu Arg Lys Gin Leu Arg Asp Lys Leu Gin Cys Lys Asp 
1 5 10 15 

Phe Lys Trp Phe Leu Glu Thr val Tyr Pro Glu Leu His val Pro Glu 
20 25 30 

Asp Arg Pro Gly Phe Phe Gly Met Leu Gin Asn Lys Gly Leu Thr Asp 
35 40 45 

Tyr cys Phe Asp Tyr Asn Pro Pro Asp Glu Asn Gin lie val Gly His 
50 55 60 

Gin val lie Leu Tyr Leu Cys His Gly Met Gly Gin Asn Gin Phe Phe 
65 70 75 80 

Glu Tyr Thr Ser Gin Lys Glu lie Arg Tyr Asn Thr His Gin Pro Glu 
85 90 95 

Gly cys lie Ala val Glu Ala Gly Met Asp Thr Leu lie Met His Leu 
100 105 110 

Cys Glu Glu Thr Ala Pro Glu Asn Gin Lys Phe lie Leu Gin Glu Asp 
115 120 125 

Gly Ser Leu Phe His Glu Gin Ser Lys Lys Cys val Gin Ala Ala Arg 
130 135 140 

Lys Glu Ser Ser Asp Ser Phe Val Pro Leu Leu Arg Asp Cys Thr Asn 
145 150 155 160 

Ser Asp His Gin Lys Trp Phe Phe Lys Glu Arg Met Leu 
165 170 

<210> 15 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Glu Lys Pro Asp Cys Met Glu Arg Leu Gin Leu Gin Arg Arg Leu Gly 
1 5 "10 15 

Cys Arg Thr Phe His Trp Phe Leu Ala Asn val Tyr Pro Glu Leu Tyr 
20 25 30 

Pro Ser Glu Pro Arg Pro Ser Phe Ser Gly Lys Leu His Asn Thr Gly 
35 40 " 45 



11 



Leu Gly Leu Cys Ala Asp Cys Gin Ala Glu Gly Asp lie Leu Gly Cys 
50 55 60 

Pro Met Val Leu Ala Pro Cys Ser Asp Ser Arg Gin Gin Gin Tyr Leu 
65 70 75 80 

Gin His Thr Ser Arg Lys Glu lie His Phe Gly Ser Pro Gin His Leu 
85 90 95 

Cys Phe Ala val Arg Gin Glu Gin val lie Leu Gin Asn Cys Thr Glu 
100 105 110 

Glu Gly Leu Ala lie His Gin Gin His Trp Asp Phe Gin Glu Asn Gly 
115 120 125 

Met lie Val His lie Leu ser Gly Lys cys Met Glu Ala val val Gin 
130 135 " 140 

Glu Asn Asn Lys Asp Leu Tyr Leu Arg Pro Cys Asp Gly Lys Ala Arg 
145 150 ~ 155 160 

Gin Gin Trp Arg Phe Asp Gin lie Asn Ala val Asp Glu Arg 
165 170 



<210> 16 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Tyr Gly Asp val Ser val Arg Lys Thr Leu Arg Glu Asn Leu Lys Cys 
1 5 10 15 

Lys Pro Phe Ser Trp Tyr Leu Glu Asn lie Tyr Pro Asp Ser Gin lie 
20 25 30 

Pro Arg Arg Tyr Tyr Ser Leu Gly Glu lie Arg Asn Val Glu Thr Asn 
35 40 45 

Gin Cys Leu Asp Asn Met Gly Arg Lys Glu Asn Glu Lys Val Gly lie 
50 55 60 

Phe Asn Cys His Gly Met Gly Gly Asn Gin val Phe Ser Tyr Thr Ala 
65 70 75 80 

Asp Lys Glu lie Arg Thr Asp Asp Leu Cys Leu Asp Val Ser Arg Leu 
85 90 95 

Asn Gly Pro val lie Met Leu Lys Cys His His Met Arg Gly Asn Gin 

12 



100 105 110 

Leu Trp Glu Tyr Asp Ala Glu Arg Leu Thr Leu Arg His val Asn Ser 
115 120 125 

Asn Gin cys Leu Asp Glu Pro Ser Glu Glu Asp Lys Met val Pro Thr 
130 135 140 

Met Gin Asp Cys Ser Gly Ser Arg Ser Gin Gin Trp Leu Leu Arg Asn 
145 150 155 160 

Met Thr Leu Gly Thr 
165 



<210> 17 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Phe Gly Asn val Glu Ser Arg Leu Asp Leu Arg Lys Asn Leu Arg Cys 
1 5 10 15 

Gin Ser Phe Lys Trp Tyr Leu Glu Asn lie Tyr Pro Glu Leu Ser lie 
20 25 30 

Pro Lys Glu Ser Ser lie Gin Lys Gly Asn lie Arg Gin Arg Gin Lys 
35 40 45 " ' 

Cys Leu Glu Ser Gin Arg Gin Asn Asn Gin Glu Thr Pro Asn Leu Lys 
50 55 60 

Leu Ser Pro Cys Ala Lys Val Lys Gly Glu Asp Ala Lys Ser Gin Val 
65 70 75 80 

Trp Ala Phe Thr Tyr Thr Gin Lys lie Leu Gin Glu Glu Leu Cys Leu 
85 90 95 

Ser val lie Thr Leu Phe Pro Gly Ala Pro val val Leu val Leu Cys 
100 105 110 

Lys Asn Gly Asp Asp Arg Gin Gin Trp Thr Lys Thr Gly Ser His lie 
115 120 125 

Glu His lie Ala ser His Leu Cys Leu Asp Thr Asp Met Phe Gly Asp 
130 135 140 

Gly Thr Glu Asn Gly Lys Glu lie Gly Val Asn Pro Cys Glu Ser Ser 
145 150 155 160 

13 



Leu Met Ser Gin His Trp Asp Met val Ser ser 
165 170 

<210> 18 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Ser Val Ala Thr Arg lie Glu Gin Arg Lys Lys Met Asn Cys Lys Ser 
1 5 10 15 

Phe Arg Trp Tyr Leu Glu Asn val Tyr Pro Glu Leu Thr Val Pro Val 
20 25 30 

Lys Glu Ala Leu Pro Gly lie lie Lys Gin Gly val Asn Cys Leu Glu 
35 40 45 

Ser Gin Gly Gin Asn Thr Ala Gly Asp Phe Leu Leu Gly Met Gly lie 
50 55 60 

Cys Arg Gly Ser Ala Lys Asn pro Gin pro Ala Gin Ala Trp Leu Phe 
65 " 70 75 80 

Ser Asp His Leu lie Gin Gin Gin Gly Lys Cys Leu Ala Ala Thr Ser 
85 90 95 

Thr Leu Met Ser ser pro Gly Ser Pro val lie Leu Gin Met cys Asn 
100 105 110 

Pro Arg Glu Gly Lys Gin Lys Trp Arg Arg Lys Gly Ser Phe lie Gin 
115 ' 120 " 125 

His Ser Val Ser Gly Leu Cys Leu Glu Thr Lys Pro Ala Gin Leu val 
130 135 140 

Thr Ser Lys Cys Gin Ala Asp Ala Gin Ala Gin Gin Trp Gin Leu Leu 
145 150 155 160 

Pro His Thr 



<210> 19 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<400> 19 
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Trp Tyr Leu Glu Asn val Tyr Pro 
1 5 



<210> 20 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 20 

gcgggatcca ggacttcctg ctggagatg 



<210> 21 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 21 

gcggatcctc agaatatttc tggaaggg 



<210> 22 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 22 

gcggaattct taaaaagaaa gaccttcatc acagc 



<210> 23 

<211> 28 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PCR primer 

<400> 23 

gcggaattcc tactgctgca ggttgagc 



<210> 24 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 24 

gcgggatcca acgatggaaa ggaacatg 



<210> 25 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 25 

agcggatcca ggaacactta atcattttgg c 



<210> 26 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 26 

gcgggatcct tttcatgcct ccgcaggagc c 



<210> 27 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 27 

gcgggatccg acgaaagtgc tgttgtgctc 



<210> 28 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 28 

gcgggatcct gctttaactg gagggctaga gc 



<210> 29 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 29 

gcgggatcca tcagttacac ttcaggcttc 



<210> 30 

<211> 34 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR primer 
<400> 30 

gcgggatccc ctggacctca tgctggaggc catg 



<210> 31 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 31 

agcggatcct ggggatgatc tgggtcctag ac 



<210> 32 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 32 

gcgaagcttc aggatgaggg aagacagaga tg 



<210> 33 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 33 

gcgaagcttc tctctaaaca ctatggatct tattc 



<210> 34 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 34 

gcgggatcct ctgaaagaaa gtatgaaatt age 



<210> 35 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<400> 35 

gcgggatcct cactggctgt tggtctgacc 



30 



<210> 36 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 36 

gcgggatccc tgccgcctgc agggccgctc ccag 34 

<210> 37 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 37 

gcgggatcct cagtgccgtc ggtgtttgat cc 32 

<210> 38 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 38 

gcgggatccc cgcgagcggc agcccgacgg c 31 

<210> 39 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 39 

gcgggatcct cagttcctat tgaatttttc 30 

<210> 40 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 40 

gcgaattcgt gaagtgactc agccacttaa g 31 



18 



<210> 41 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 41 

gcgaattcgt ctctgtcaga cacgtgtc 



<210> 42 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 42 

gcgggatccg gctcggtgct gcgggcgcag eg 



<210> 43 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 43 

gegggatect cataacatgc gctctttgaa gaacc 



<210> 44 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 44 

gcgggatccg atgttgcacv vtccccacca cacc 



<210> 45 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 45 

gegggatect categttcat ccacagcatt g 



<210> 46 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR primer 
<400> 46 

gcgggatcct ctgctgcctg cattgagggc tg 



<210> 47 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 47 

gcgggatcct catgtgccca aggtcatgtt cc 



<210> 48 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 48 

gcgggatccc aagaggaagt tggaggtgcc g 



<210> 49 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 49 

gcgggatccc aggggtcctc aagagctcac c 



<210> 50 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 50 

gcgggatccc tactacttat ggcaggacaa ccg 



<210> 51 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<400> 51 

gcgtcatgtg tgtggcaaca gctgccactg 
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<210> 52 

<211> 157 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic nucleotide 



<400> 52 

gcggccgctc tagaactagt ggatccagca 


yLLd LLd Ltd 


LLdtLdLLaL 


agcagcggcc 


ou 


tggtgccgcg 


cggcagccat 


atggctagca 


tgactggtgg 


acagcaaatg 


ggtcgcggaa 


120 


ttccgatatc 


aagcttatcg 


ataccgtcga 


cctcgag 






157 


<210> 53 
<211> 123 
<212> DNA 

<213> Artificial Sequence 










<220> 

<223> synthetic nucleotide 










<400> 53 
gaattcgcgg 


ccgcagcagc 


catcatcatc 


atcatcacag 


cagcggcctg 


gtgccgcgcg 


60 


gcagccatat 


ggctagcatg 


actggtggac 


agcaaatgga 


tccactagtt 


ctagagcggc 


120 


cgc 
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<210> 54 

<211> 1746 

<212> DNA 

<213> Homo sapiens 












<400> 54 
atgtgggggc 


gcacggcgcg 


gcggcgctgc 




igcggcgcgg 


ccgggaggcg 


fin 


ctgttggtgc 


tcctggcgct 


actggcgttg 


gccgggctgg 


gctcggtgct 


gcgggcgcag 


120 


cgtggggccg 


gggccggggc 


tgccgagccg 


ggacccccgc 


gcaccccgcg 


ccccgggcgg 


180 


cgcgagccgg 


tcatgccgcg 


gccgccggtg 


ccggcgaacg 


cgctgggcgc 


gcggggcgag 


240 


gcggtgcggc 


tgcagctgca 


gggcgaggag 


ctgcggctgc 


aggaggagag 


cgtgcggctg 


300 


caccagatta 


acatctacct 


cagcgaccgc 


atctcactgc 


accgccgcct 


gcccgagcgc 


360 


tggaacccgc 


tgtgcaaaga 


gaagaaatat 


gattatgata 


atttgcccag 


gacatctgtt 


420 


atcatagcat 


tttataatga 


agcctggtca 


actctccttc 


ggacagttta 


cagtgtcctt 


480 


gagacatccc 


cggatatcct 


gctagaagaa 


gtgatccttg 


tagatgacta 


cagtgataga 


540 


gagcacctga 


aggagcgctt 


ggccaatgag 


ctttcgggac 


tgcccaaggt 


gcgcctgatc 


600 


cgcgccaaca 


agagagaggg 


cctggtgcga 


gcccggctgc 


tgggggcgtc 


tgcggcgagg 


660 
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gggatgggcc 


anaatrantt 
dydd l Lay l l 


tttrnantar 
L l l Ly ay LaL 


arntrrrana 
aL.y LLLLayd 


aanaaatarn 
ddyddd LdL.y 


L. LdLddL.dL.L 


1 soo 




ay yy l. Ly La l 


Ly Li_y Lyy ad. 


r\ r~ zi r\ r\ ~z "3 "t~ n n 

yLd.yyad.Lyy 


atarrrttat 

dLdLLLLLdL 


L. d T. y L. a T_ L. L L. 


IjDu 


tgcgaagaaa 


ctgccccaga 


gaatcagaag 


ttcatcttgc 


aggaggatgg 


atctttattt 


1620 


cacgaacagt 


ccaagaaatg 


tgtccaggct 


gcgaggaagg 


agtcgagtga 


cagtttcgtt 


1680 


ccactcttac 


gagactgcac 


caactcggat 


catcagaaat 


ggttcttcaa 


agagegcatg 


1740 


ttatga 
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<210> 55 

<211> 581 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Met Trp Gly Arg Thr Ala Arg Arg Arg Cys Pro Arg Glu Leu Arg Arg 
1 5 ' 10 15 

Gly Arg Glu Ala Leu Leu Val Leu Leu Ala Leu Leu Ala Leu Ala Gly 
20 25 30 

Leu Gly Ser val Leu Arg Ala Gin Arg Gly Ala Gly Ala Gly Ala Ala 
35 " 40 45 

Glu Pro Gly Pro Pro Arg Thr Pro Arg Pro Gly Arg Arg Glu Pro Val 
50 55 60 



Met Pro Arg Pro Pro Val Pro Ala Asn Ala Leu Gly Ala Arg Gly Glu 
65 70 75 " 80 
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Ala val Arg Leu Gin Leu Gin Gly Glu Glu Leu Arg Leu Gin Glu Glu 
85 90 " 95 

ser Val Arg Leu His Gin lie Asn lie Tyr Leu Ser Asp Arg lie Ser 
100 105 110 

Leu His Arg Arg Leu Pro Glu Arg Trp Asn Pro Leu Cys Lys Glu Lys 
115 120 125 

Lys Tyr Asp Tyr Asp Asn Leu Pro Arg Thr Ser val lie lie Ala Phe 
130 135 " 140 

Tyr Asn Glu Ala Trp Ser Thr Leu Leu Arg Thr val Tyr Ser Val Leu 
145 150 155 160 

Glu Thr Ser Pro Asp lie Leu Leu Glu Glu val lie Leu Val Asp Asp 
165 170 175 

Tyr Ser Asp Arg Glu His Leu Lys Glu Arg Leu Ala Asn Glu Leu Ser 
180 185 190 

Gly Leu Pro Lys val Arg Leu lie Arg Ala Asn Lys Lys Lys Gly Leu 
195 " 200 205 

val Arg Ala Arg Leu Leu Gly Ala Ser Ala Ala Arg Gly Asp val Leu 
210 ' 215 220 

Thr Phe Leu Asp Cys His Cys Glu Cys His Glu Gly Trp Leu Glu Pro 
225 230 235 240 

Leu Leu Gin Arg lie His Glu Glu Glu Ser Ala val val Cys Pro Val 
245 250 255 

lie Asp Val lie Asp Trp Asn Thr Phe Glu Tyr Leu Gly Asn Ser Gly 
260 265 ' 270 

Glu Pro Gin lie Gly Gly Phe Asp Trp Arg Leu val Phe Thr Trp His 
275 ' 280 285 

Thr val Pro Glu Arg Glu Arg lie Arg Met Gin Ser Pro val Asp val 
290 295 ~ 300 

lie Arg Ser Pro Thr Met Ala Gly Gly Leu Phe Ala val Ser Lys Lys 
305 310 315 320 



Tyr Phe Glu Tyr Leu Gly Ser Tyr Asp Thr Gly Met Glu val Trp Gly 
325 330 335 
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Gly Glu Asn Leu Glu Phe Ser Phe Arg lie Trp Gin cys Gly Gly val 
340 345 350 

Leu Glu Thr His Pro Cys Ser His val Gly His Phe ser Pro Ser Lys 
355 360 365 

Leu Pro Thr Pro Arg Asn Lys Ala Leu Ala Asn Ser val Arg Ala Ala 
370 " 375 380 

Glu Val Trp Met Asp Glu Phe Lys Glu Leu Tyr Tyr His Arg Asn Pro 
385 390 395 400 

Arg Ala Arg Leu Glu Pro Phe Gly Asp val Thr Glu Arg Lys Gin Leu 
"405 410 415 

Arg Asp Lys Leu Gin Cys Lys Asp Phe Lys Trp Phe Leu Glu Thr Val 
420 425 430 

Tyr Pro Glu Leu His val Pro Glu Asp Arg Pro Gly Phe Phe Gly Met 
435 440 " 445 

Leu Gin Asn Lys Gly Leu Thr Asp Tyr Cys Phe Asp Tyr Asn Pro Pro 
450 455 460 

Asp Glu Asn Gin lie Val Gly His Gin Val lie Leu Tyr Leu Cys His 
465 470 475 480 

Gly Met Gly Gin Asn Gin Phe Phe Glu Tyr Thr Ser Gin Lys Glu lie 
485 490 495 

Arg Tyr Asn Thr His Gin Pro Glu Gly Cys lie Ala val Glu Ala Gly 
500 505 510 

Met Asp Thr Leu lie Met His Leu Cys Glu Glu Thr Ala Pro Glu Asn 
515 520 525 

Gin Lys Phe lie Leu Gin Glu Asp Gly Ser Leu Phe His Glu Gin Ser 
530 535 540 

Lys Lys Cys val Gin Ala Ala Arg Lys Glu Ser Ser Asp Ser Phe Val 
545 550 555 560 

Pro Leu Leu Arg Asp Cys Thr Asn Ser Asp His Gin Lys Trp Phe Phe 
565 570 575 



Lys Glu Arg Met Leu 
580 
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<210> 56 

<211> 1920 

<212> DNA 

<213> Homo sapiens 

<400> 56 
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tggctctgtg 


gtggctctgt 


tgaaatcctt 


ccctgctctc 


gggtaggaca 


catctaccaa 


1260 


aatcaggatt 


cccattcccc 


cctcgaccag 


gaggccaccc 


tgaggaacag 


ggttcgcatt 


1320 


gctgagacct 


ggctggggtc 


attcaaagaa 


accttctaca 


agcatagccc 


agaggectte 


1380 


tccttgagca 


aggctgagaa 


gccagactgc 


atggaacgct 


tgeagctgea 


aaggagactg 


1440 


ggttgtcgga 


cattccactg 


gtttctggct 


aatgtctacc 


ctgagctgta 


cccatctgaa 


1500 


cccaggccca 


gtttctctgg 


aaagctccac 


aacactggac 


ttgggctctg 


tgcagactgc 


1560 


caggcagaag 


gggacatcct 


gggctgtccc 


atggtgttgg 


ctccttgcag 


tgacagcegg 


1620 


cagcaacagt 


acctgcagca 


caccagcagg 


aaggagattc 


actttggcag 


cccacagcac 


1680 
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ctgtgctttg ctgtcaggca ggagcaggtg attcttcaga actgcacgga ggaaggcctg 1740 

gccatccacc agcagcactg ggacttccag gagaatggga tgattgtcca cattctttct 1800 

gggaaatgca tggaagctgt ggtgcaagaa aacaataaag atttgtacct gcgtccgtgt 1860 

gatggaaaag cccgccagca gtggcgtttt gaccagatca atgctgtgga tgaacgatga 1920 

<210> 57 

<211> 639 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Met Leu Leu Arg Lys Arg Tyr Arg His Arg Pro Cys Arg Leu Gin Phe 
1 5 10 ~ 15 

Leu Leu Leu Leu Leu Met Leu Gly Cys Val Leu Met Met Val Ala Met 
20 25 30 

Leu His Pro Pro His His Thr Leu His Gin Thr val Thr Ala Gin Ala 
35 40 45 

Ser Lys His Ser Pro Glu Ala Arg Tyr Arg Leu Asp Phe Gly Glu Ser 
50 55 60 

Gin Asp Trp Val Leu Glu Ala Glu Asp Glu Gly Glu Glu Tyr Ser Pro 
65 70 75 80 

Leu Glu Gly Leu Pro Pro Phe lie Ser Leu Arg Glu Asp Gin Leu Leu 
85 90 95 

val Ala val Ala Leu Pro Gin Ala Arg Arg Asn Gin ser Gin Gly Arg 
100 105 " 110 

Arg Gly Gly Ser Tyr Arg Leu lie Lys Gin Pro Arg Arg Gin Asp Lys 
115 ~ 120 125 

Glu Ala Pro Lys Arg Asp Trp Gly Ala Asp Glu Asp Gly Glu Val Ser 
130 ~ 135 140 

Glu Glu Glu Glu Leu Thr Pro Phe Ser Leu Asp Pro Arg Gly Leu Gin 
145 150 155 160 

Glu Ala Leu Ser Ala Arg lie Pro Leu Gin Arg Ala Leu Pro Glu val 
165 170 175 

Arg His Pro Leu Cys Leu Gin Gin His Pro Gin Asp Ser Leu Pro Thr 
180 185 190 
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Ala Ser val lie Leu Cys Phe His Asp Glu Ala Trp Ser Thr Leu Leu 
195 200 205 

Arg Thr val His Ser lie Leu Asp Thr val Pro Arg Ala Phe Leu Lys 
210 215 220 

Glu lie He Leu val Asp Asp Leu Ser Gin Gin Gly Gin Leu Lys Ser 
225 230 235 240 

Ala Leu Ser Glu Tyr val Ala Arg Leu Glu Gly val Lys Leu Leu Arg 
245 " 250 255 

Ser Asn Lys Arg Leu Gly Ala lie Arg Ala Arg Met Leu Gly Ala Thr 
260 265 270 

Arg Ala Thr Gly Asp val Leu val Phe Met Asp Ala His Cys Glu Cys 
275 280 285 

His Pro Gly Trp Leu Glu Pro Leu Leu Ser Arg lie Ala Gly Asp Arg 
290 295 300 

Ser Arg Val val Ser Pro val lie Asp val lie Asp Trp Lys Thr Phe 
305 310 315 320 

Gin Tyr Tyr Pro Ser Lys Asp Leu Gin Arg Gly val Leu Asp Trp Lys 
325 330 335 

Leu Asp Phe His Trp Glu Pro Leu Pro Glu His Val Arg Lys Ala Leu 
340 345 350 

Gin Ser Pro lie Ser Pro lie Arg Ser Pro val val Pro Gly Glu val 
355 360 365 

val Ala Met Asp Arg His Tyr Phe Gin Asn Thr Gly Ala Tyr Asp Ser 
370 ~ 375 380 

Leu Met Ser Leu Arg Gly Gly Glu Asn Leu Glu Leu Ser Phe Lys Ala 
385 390 395 400 

Trp Leu Cys Gly Gly Ser val Glu lie Leu Pro Cys Ser Arg Val Gly 
405 410 415 

His lie Tyr Gin Asn Gin Asp Ser His Ser Pro Leu Asp Gin Glu Ala 
420 425 430 

Thr Leu Arg Asn Arg Val Arg lie Ala Glu Thr Trp Leu Gly Ser Phe 
435 " 440 445 
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Lys Glu Thr Phe Tyr Lys His Ser Pro Glu Ala Phe Ser Leu Ser Lys 
450 455 460 



Ala Glu Lys Pro Asp Cys Met Glu Arg Leu Gin Leu Gin Arg Arg Leu 
465 470 ~ 475 " 480 

Gly Cys Arg Thr Phe His Trp Phe Leu Ala Asn val Tyr Pro Glu Leu 
485 490 495 

Tyr Pro Ser Glu Pro Arg Pro Ser Phe Ser Gly Lys Leu His Asn Thr 
500 ~* 505 510 

Gly Leu Gly Leu Cys Ala Asp Cys Gin Ala Glu Gly Asp lie Leu Gly 
515 520 525 

Cys Pro Met Val Leu Ala Pro Cys Ser Asp Ser Arg Gin Gin Gin Tyr 
530 535 540 

Leu Gin His Thr Ser Arg Lys Glu lie His Phe Gly Ser Pro Gin His 
545 550 555 560 

Leu Cys Phe Ala val Arg Gin Glu Gin Val lie Leu Gin Asn Cys Thr 
565 ~ 570 575 

Glu Glu Gly Leu Ala lie His Gin Gin His Trp Asp Phe Gin Glu Asn 
580 585 590 

Gly Met lie val His lie Leu Ser Gly Lys Cys Met Glu Ala val val 
595 600 605 

Gin Glu Asn Asn Lys Asp Leu Tyr Leu Arg Pro Cys Asp Gly Lys Ala 
610 615 620 

Arg Gin Gin Trp Arg Phe Asp Gin lie Asn Ala val Asp Glu Arg 
625 630 635 

<210> 58 

<211> 1671 

<212> DNA 

<213> Homo sapiens 

<400> 58 

atgaggagat ttgtctactg caaggtggtt ctagccactt cgctgatgtg ggttcttgtt 60 

gatgtcttct tactgctgta cttcagtgaa tgtaacaaat gtgatgacaa gaaggagaga 120 

tctctgctgc ctgcattgag ggctgttatt tcaagaaacc aagaagggcc aggagaaatg 180 

ggaaaagctg tgttgattcc taaagatgac caggagaaaa tgaaagagct gtttaaaatc 240 

aatcagttta accttatggc cagtgatttg attgccctta atagaagtct gccagatgta 300 
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1 440 


tgcttggatg 


tttctagact 


caatggacct 


gtaatcatgt 


taaaatgcca 


ccatatgaga 


1500 


ggaaatcagt 


tatgggaata 


tgatgctgag 


agactcacgt 


tgcgacatgt 


taacagtaac 


1560 


caatgtctcg 


atgaaccttc 


tgaagaagac 


aaaatggtgc 


ctacaatgca 


ggactgtagt 


1620 


ggaagcagat 


cccaacagtg 


gctgctaagg 


aacatgacct 


tgggcacatg 


a 


1671 



<210> 59 

<211> 556 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Arg Arg Phe val Tyr Cys Lys val Val Leu Ala Thr Ser Leu Met 
1 5 10 15 

Trp Val Leu Val Asp val Phe Leu Leu Leu Tyr Phe Ser Glu Cys Asn 
20 25 30 

Lys Cys Asp Asp Lys Lys Glu Arg Ser Leu Leu Pro Ala Leu Arg Ala 
35 40 45 
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Val lie Ser Arg Asn Gin Glu Gly Pro Gly Glu Met Gly Lys Ala Val 
50 " 55 60 

Leu lie Pro Lys Asp Asp Gin Glu Lys Met Lys Glu Leu Phe Lys lie 
65 70 75 80 

Asn Gin Phe Asn Leu Met Ala Ser Asp Leu lie Ala Leu Asn Arg Ser 
85 90 95 

Leu Pro Asp val Arg Leu Glu Gly Cys Lys Thr Lys Val Tyr Pro Asp 
100 105 110 

Glu Leu Pro Asn Thr Ser val Val lie Val Phe His Asn Glu Ala Trp 
115 120 125 

Ser Thr Leu Leu Arg Thr val Tyr Ser Val lie Asn Arg Ser Pro His 
130 " 135 140 

Tyr Leu Leu Ser Glu val lie Leu val Asp Asp Ala Ser Glu Arg Asp 
145 150 155 160 

Phe Leu Lys Leu Thr Leu Glu Asn Tyr Val Lys Asn Leu Glu Val Pro 
165 170 175 



val Lys lie lie Arg Met Glu Glu Arg Ser Gly Leu lie Arg Ala Arg 



180 



185 
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Leu Arg Gly Ala Ala Ala Ser Lys Gly Gin val lie Thr Phe Leu Asp 
195 200 205 

Ala His Cys Glu Cys Thr Leu Gly Trp Leu Glu Pro Leu Leu Ala Arg 

210 215 220 

lie Lys Glu Asp Arg Lys Thr val val Cys Pro lie lie Asp val lie 
225 230 235 240 

Ser Asp Asp Thr Phe Glu Tyr Met Ala Gly Ser Asp Met Thr Tyr Gly 

245 250 255 

Gly Phe Asn Trp Lys Leu Asn Phe Arg Trp Tyr Pro Val Pro Gin Arg 
260 265 270 

Glu Met Asp Arg Arg Lys Gly Asp Arg Thr Leu Pro val Arg Thr Pro 
275 " 280 285 



Thr Met Ala Gly Gly Leu Phe Ser lie Asp Arg Asn Tyr Phe Glu Glu 
290 " 295 300 
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lie Gly Thr Tyr Asp Ala Gly Met Asp lie Trp Gly Gly Glu Asn Leu 
305 ' 310 315 320 

Glu Met Ser Phe Arg lie Trp Gin Cys Gly Gly Ser Leu Glu lie val 
325 330 335 

Thr Cys Ser His val Gly His val Phe Arg Lys Ala Thr Pro Tyr Thr 
340 345 350 

Phe Pro Gly Gly Thr Gly His val lie Asn Lys Asn Asn Arg Arg Leu 
355 360 365 

Ala Glu val Trp Met Asp Glu Phe Lys Asp Phe Phe Tyr lie lie Ser 
370 375 380 

Pro Gly Val Val Lys val Asp Tyr Gly Asp val Ser Val Arg Lys Thr 
385 390 395 400 

Leu Arg Glu Asn Leu Lys Cys Lys Pro Phe Ser Trp Tyr Leu Glu Asn 
405 ' 410 415 

lie Tyr Pro Asp Ser Gin lie Pro Arg Arg Tyr Tyr Ser Leu Gly Glu 
420 425 " ' 430 

lie Arg Asn val Glu Thr Asn Gin Cys Leu Asp Asn Met Gly Arg Lys 
435 440 445 

Glu Asn Glu Lys val Gly lie Phe Asn Cys His Gly Met Gly Gly Asn 
450 455 460 

Gin Val Phe Ser Tyr Thr Ala Asp Lys Glu lie Arg Thr Asp Asp Leu 
465 470 ' 475 480 

Cys Leu Asp Val Ser Arg Leu Asn Gly Pro val lie Met Leu Lys Cys 
485 490 495 

His His Met Arg Gly Asn Gin Leu Trp Glu Tyr Asp Ala Glu Arg Leu 
500 505 510 

Thr Leu Arg His Val Asn Ser Asn Gin Cys Leu Asp Glu Pro Ser Glu 
515 520 525 

Glu Asp Lys Met val Pro Thr Met Gin Asp Cys Ser Gly Ser Arg ser 
530 535 540 



Gin Gin Trp Leu Leu Arg Asn Met Thr Leu Gly Thr 
545 550 555 
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<210> 60 

<211> 1911 

<212> DNA 

<213> Homo sapiens 

<400> 60 
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aagtggtacc 


tggagaatat 


ctaccctgaa 


ctcagcatcc 


ccaaggagtc 


ctccatccag 


1260 


aagggcaata 


tccgacagag 


acagaagtgc 


ctggaatctc 


aaaggcagaa 


caaccaagaa 


1320 


accccaaacc 


taaagttgag 


cccctgtgcc 


aaggtcaaag 


gcgaagatgc 


aaagtcccag 


1380 


gtatgggcct 


tcacatacac 


ccagcagatc 


ctccaggagg 


agctgtgcct 


gtcagtcatc 


1440 


accttgttcc 


ctggcgcccc 


agtggttctt 


gtcctttgea 


agaatggaga 


tgaccgacag 


1500 


caatggacca 


aaactggttc 


ccacatcgag 


cacatagcat 


cccacctctg 


cctcgataca 


1560 


gatatgttcg 


gtgatggcac 


egagaaegge 


aaggaaatcg 


tcgtcaaccc 


atgtgagtcc 


1620 


tcactcatga 


gccagcactg 


ggacatggtg 


agctcttgag 


gacccctgcc 


agaagcagca 


1680 
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agggccatgg 


ggtggtgctt 


ccctggacca gaacagactg 


gaaactgggc 


agcaagcagc 


1740 


ctgcaaccac 


ctcagacatc 


ctggactggg 


aggtggaggc 


agagcccccc 


aggacaggag 


1800 


caactgtctc 


agggaggaca 


gaggaaaaca 


tcacaagcca 


atggggctca aagacaaatc 


1860 


ccacatgttc 


tcaaggccgt 


taagttccag 


tcctggccag 


tcattccctg 


a 


1911 



<210> 61 

<211> 552 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Arg Arg Leu Thr Arg Arg Leu val Leu Pro val Phe Gly val Leu 
15 10 15 

Trp lie Thr val Leu Leu Phe Phe Trp val Thr Lys Arg Lys Leu Glu 
20 25 30 

val Pro Thr Gly Pro Glu val Gin Thr Pro Lys Pro Ser Asp Ala Asp 
35 40 45 

Trp Asp Asp Leu Trp Asp Gin Phe Asp Glu Arg Arg Tyr Leu Asn Ala 
50 55 60 

Lys Lys Trp Arg Val Gly Asp Asp Pro Tyr Lys Leu Tyr Ala Phe Asn 
65 70 75 80 

Gin Arg Glu Ser Glu Arg lie Ser ser Asn Arg Ala lie Pro Asp Thr 
85 90 95 

Arg His Leu Arg Cys Thr Leu Leu Val Tyr Cys Thr Asp Leu Pro Pro 
100 105 110 

Thr Ser lie lie lie Thr Phe His Asn Glu Ala Arg Ser Thr Leu Leu 
115 120 125 

Arg Thr lie Arg Ser Val Leu Asn Arg Thr Pro Thr His Leu lie Arg 
130 135 140 

Glu lie lie Leu val Asp Asp Phe Ser Asn Asp Pro Asp Asp Cys Lys 
145 150 155 160 

Gin Leu He Lys Leu Pro Lys Val Lys Cys Leu Arg Asn Asn Glu Arg 
165 170 " 175 

Gin Gly Leu Val Arg Ser Arg He Arg Gly Ala Asp lie Ala Gin Gly 
180 185 190 
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Thr Thr Leu Thr Phe Leu Asp Ser His Cys Glu Val Asn Arg Asp Trp 
195 200 205 

Leu Gin Pro Leu Leu His Arg val Lys Glu Asp Tyr Thr Arg val val 
210 215 ' 220 

Cys Pro Val lie Asp lie lie Asn Leu Asp Thr Phe Thr Tyr lie Glu 
225 230 235 240 

Ser Ala Ser Glu Leu Arg Gly Gly Phe Asp Trp Ser Leu His Phe Gin 
245 250 255 

Trp Glu Gin Leu Ser Pro Glu Gin Lys Leu Gly Ala Trp Thr Pro Arg 
260 265 270 

Lys Pro lie Arg Thr Pro lie lie Ala Gly Gly Leu Phe val lie Asp 
275 " 280 285 

Lys Ala Trp Phe Asp Tyr Leu Gly Lys Tyr Asp Met Asp Met Asp lie 
290 295 300 

Trp Gly Gly Glu Asn Phe Glu lie Ser Phe Arg val Trp Met Cys Gly 
305 310 315 320 

Gly Ser Leu Glu lie val Pro Cys Ser Arg val Gly His val Phe Arg 
325 330 335 

Lys Lys His Pro Tyr val Phe Pro Asp Gly Asn Ala Asn Thr Tyr lie 
340 345 350 

Lys Asn Thr Lys Arg Thr Ala Glu Val Trp Met Asp Glu Tyr Lys Gin 
355 360 365 

Tyr Tyr Tyr Ala Ala Arg Pro Phe Ala Leu Glu Arg Pro Phe Gly Asn 
370 375 380 

val Glu Ser Arg Leu Asp Leu Arg Lys Asn Leu Arg Cys Gin Ser Phe 
385 " 390 395 400 

Lys Trp Tyr Leu Glu Asn lie Tyr Pro Glu Leu Ser lie Pro Lys Glu 
405 410 415 

Ser Ser lie Gin Lys Gly Asn lie Arg Gin Arg Gin Lys Cys Leu Glu 
420 425 " 430 

Ser Gin Arg Gin Asn Asn Gin Glu Thr Pro Asn Leu Lys Leu Ser Pro 
435 440 445 
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Cys Ala Lys val Lys Gly Glu Asp Ala Lys Ser Gin Val Trp Ala Phe 
450 ' 455 460 



Thr Tyr Thr Gin Gin lie Leu Gin Glu Glu Leu Cys Leu Ser val lie 

465 470 475 480 

Thr Leu Phe Pro Gly Ala Pro Val Val Leu val Leu Cys Lys Asn Gly 

485 490 495 

Asp Asp Arg Gin Gin Trp Thr Lys Thr Gly Ser His lie Glu His lie 

500 505 510 

Ala Ser His Leu Cys Leu Asp Thr Asp Met Phe Gly Asp Gly Thr Glu 



Asn Gly Lys Glu lie val val Asn Pro Cys Glu Ser Ser Leu Met Ser 
530 535 540 

Gin His Trp Asp Met val Ser Ser 
545 550 

<210> 62 

<211> 1677 

<212> DNA 

<213> Homo sapiens 

<400> 62 

atgaggaaga tccgcgccaa tgccatcgcc atcctgaccg tagcctggat cctgggcact 60 

ttctactact tatggcagga caaccgagcc cacgcagcat cctccggcgg ccggggcgcg 120 

cagagggcag gcaggaggtc ggagcagctc cgcgaggacc gcaccatccc gctcattgtg 180 

acaggaactc cctcgaaagg ctttgatgag aaggcctacc tgtcggccaa gcagctgaag 240 

gctggagagg acccctacag acagcacgcc ttcaaccagc tggagagtga caagctgagc 300 

ccagaccggc ccatccggga cacccgccat tacagctgcc catctgtgtc ctactcctcg 360 

gacctgccag ccaccagcgt catcatcacc ttccacaatg aggcccgttc caccctgctg 420 

cgcacagtga agagtgtcct gaaccgaact cctgccaact tgatccagga gatcatttta 480 

gtggatgact tcagctcaga tccggaagac tgtctactcc tgaccaggat ccccaaggtc 540 

aagtgcctgc gcaatgatcg gcgggaaggg ctgatccggt cccgagtgcg tggggcggac 600 

gtggctgcag ctaccgttct cacctttctg gatagccact gcgaagtgaa caccgagtgg 660 

ctgccgccca tgctgcagcg ggtgaaggag gaccacaccc gcgtggtgag tcccatcatt 720 

gatgtcatca gtctggataa ttttgcctac cttgcagcat ctgctgacct tcgtggaggg 780 

ttcgactgga gcctgcattt caagtgggag cagatccctc ttgagcagaa gatgacccgg 840 

acagacccca ccaggcccat aaggacgcct gtcatagctg gaggaatctt cgtgatcgac 900 

35 
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cagcagcagg 


ggaagtgcct 


ggctgccacc 


tccaccttaa 


tgtcctcccc 


tggatcccca 


1500 


gtcatactgc 


agatgtgcaa 


ccctagagaa 


ggcaagcaga 


aatggaggag 


aaaaggatct 


1560 


ttcatccagc 


attcagtcag 


tggcctctgc 


ctggagacaa 


agcctgccca 


gctggtgacc 


1620 


agcaagtgtc 


aggctgacgc 


ccaggcccag 


cagtggcagc 


tgttgccaca 


cacatga 
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<210> 63 

<211> 558 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Met Arg Lys lie Arg Ala Asn Ala lie Ala lie Leu Thr val Ala Trp 
15 10 15 

lie Leu Gly Thr Phe Tyr Tyr Leu Trp Gin Asp Asn Arg Ala His Ala 
20 25 30 

Ala Ser SerGly Gly Arg Gly Ala Gin Arg Ala Gly Arg Arg Ser Glu 
35 - 40 45 

Gin Leu Arg Glu Asp Arg Thr lie Pro Leu lie val Thr Gly Thr Pro 
50 ' 55 60 

Ser Lys Gly Phe Asp Glu Lys Ala Tyr Leu Ser Ala Lys Gin Leu Lys 
65 70 75 80 

Ala Gly Glu Asp Pro Tyr Arg Gin His Ala Phe Asn Gin Leu Glu Ser 
85 90 95 

Asp Lys Leu Ser Pro Asp Arg Pro lie Arg Asp Thr Arg His Tyr Ser 
100 105 110 



Cys Pro Ser val Ser Tyr Ser ser Asp Leu Pro Ala Thr Ser val lie 
115 120 125 
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lie Thr Phe His Asn Glu Ala Arg Ser Thr Leu Leu Arg Thr val Lys 
130 135 140 

Ser val Leu Asn Arg Thr Pro Ala Asn Leu lie Gin Glu lie lie Leu 
145 150 155 160 

val Asp Asp Phe Ser Ser Asp Pro Glu Asp Cys Leu Leu Leu Thr Arg 
165 170 175 

lie Pro Lys val Lys Cys Leu Arg Asn Asp Arg Arg Glu Gly Leu lie 
180 185 190 

Arg Ser Arg val Arg Gly Ala Asp Val Ala Ala Ala Thr Val Leu Thr 
195 " 200 205 

Phe Leu Asp Ser His Cys Glu val Asn Thr Glu Trp Leu Pro Pro Met 
210 215 220 

Leu Gin Arg val Lys Glu Asp His Thr Arg Val Val Ser Pro lie lie 
225 " 230 235 240 

Asp val lie Ser Leu Asp Asn Phe Ala Tyr Leu Ala Ala Ser Ala Asp 
245 250 255 

Leu Arg Gly Gly Phe Asp Trp Ser Leu His Phe Lys Trp Glu Gin lie 
260 265 270 

Pro Leu Glu Gin Lys Met Thr Arg Thr Asp Pro Thr Arg Pro lie Arg 
275 280 285 

Thr Pro val lie Ala Gly Gly lie Phe val lie Asp Lys Ser Trp Phe 
290 295 300 

Asn His Leu Gly Lys Tyr Asp Ala Gin Met Asp lie Trp Gly Gly Glu 
305 310 315 320 

Asn Phe Glu Leu Ser Phe Arg val Trp Met Cys Gly Gly Ser Leu Glu 
325 ~ 330 335 

lie val Pro Cys ser Arg val Gly His val Phe Arg Lys Arg His Pro 
340 ~ 345 350 

Tyr Asn Phe Pro Glu Gly Asn Ala Leu Thr Tyr lie Arg Asn Thr Lys 
355 360 ' 365 



Arg Thr Ala Glu Val Trp Met Asp Glu Tyr Lys Gin Tyr Tyr Tyr Glu 
370 375 380 
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Ala Arg Pro Ser Ala lie Gly Lys Ala Phe Gly Ser Val Ala Thr Arg 
385 ~ 390 395 400 



lie Glu Gin Arg Lys Lys Met Asn Cys Lys Ser Phe Arg Trp Tyr Leu 
405 410 ~ 415 

Glu Asn val Tyr Pro Glu Leu Thr val Pro val Lys Glu Ala Leu Pro 
420 425 430 

Gly lie lie Lys Gin Gly Val Asn Cys Leu Glu Ser Gin Gly Gin Asn 
435 440 445 

Thr Ala Gly Asp Phe Leu Leu Gly Met Gly lie Cys Arg Gly Ser Ala 
450 455 460 

Lys Asn Pro Gin Pro Ala Gin Ala Trp Leu Phe Ser Asp His Leu lie 
465 470 475 480 

Gin Gin Gin Gly Lys Cys Leu Ala Ala Thr Ser Thr Leu Met Ser Ser 
485 490 495 

Pro Gly Ser Pro val lie Leu Gin Met Cys Asn Pro Arg Glu Gly Lys 
500 505 510 

Gin Lys Trp Arg Arg Lys Gly Ser Phe lie Gin His Ser val Ser Gly 
515 " 520 525 

Leu Cys Leu Glu Thr Lys Pro Ala Gin Leu val Thr Ser Lys Cys Gin 
530 535 540 

Ala Asp Ala Gin Ala Gin Gin Trp Gin Leu Leu Pro His Thr 
545 550 555 



<210> 64 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 64 

caaaggaagc ttatggagat atatcgtcaa gag 



<210> 65 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

38 



<223> PCR primer 



<400> 65 

gcaagctcga ggcggccgct cagaatattt ctggaagggt gac 



43 



<210> 66 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 66 

caaggaagct tcttatggaa atattcagag cagattg 37 



<210> 67 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<210> 68 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 68 

caaggaagct tcatttggtg atctttcaaa aagattt 37 



<210> 69 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 



<210> 70 

<211> 28 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> PCR primer 

<400> 70 

agaaaagaag cttatggtga tatttctg 28 



<400> 67 

gcaagctcga ggcggccgcc tactgctgca ggttgagc 
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<400> 69 

gcaagctcga ggcggccgca ggaacactta atcattttgg 
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<210> 71 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 71 

agcggatccg acgaagtgct gttgtgct 



<210> 72 

<211> 35 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PCR primer 

<400> 72 

caaggaagct ttagatgttg gcaacctcac ccagc 



<210> 73 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 73 

gcaagctcga ggcggccgca agcatcagtt acacttcagg cttc 



<210> 74 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 74 

caaggaagct tccttcggtg acatttcgga acg 



<210> 75 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 75 

gcaagctcga ggcggccgct gggtcctaga caaagagcc 



<210> 76 
<211> 33 



40 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 76 

agaaaagaag cttatgggga tatatcggag ctg 



<210> 77 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 77 

gcaagctcga ggcggccgct ctctaaacac tatggatgtt attc 



<210> 78 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 78 

caaggaagct tttggagacg tttcttccag aatg 



<210> 79 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 79 

gcaagctcga ggcggccgct cactggctgt tggtctgacc cc 



<210> 80 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 80 

caaggaagct ttcggggacg tgtctgagag gctg 



<210> 81 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> PCR primer 
<400> 81 

gcaagctcga ggcggccgct cagtgccgtg cgtgtttgat 



<210> 82 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 82 

caaggaagct tccgctgggg atgtcgcagt ccag 



<210> 83 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 83 

gcaagctcga ggcggccgct cagttcctat tgaatttttc 



<210> 84 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 84 

caaggaagct tgcaatatca gtgagcgtgt gg 



<210> 85 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 85 

gcaagctcga ggcggccgcc caccttaacc ttccaaatgc 



<210> 86 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 86 

caaggaagct tgggatgtga cagagaggaa g 

42 



<210> 87 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 87 

gcaagctcga ggcggccgct cataacatgc gctctttgaa gaacc 



<210> 88 

<211> 32 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 88 

caaggaagct tctgagaagc cagactgcat gg 



<210> 89 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 89 

gcaagctcga ggcggccgct catcgttcat ccacagcatt g 



<210> 90 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 90 

caaggaagct tatggagatg tgtcagtcag aaaaac 



<210> 91 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 91 

gcaagctcga ggcggccgct catgtgccca aggtcatgtt cc 



<210> 92 
<211> 34 



43 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 
<400> 92 

caaggaagct ttcgggaatg ttgagagcag attg 



34 



<210> 93 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 93 

gcaagctcga ggcggccgct caagaactca ccatgtccca gtg 43 



<210> 94 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 94 

caaggaagct tgcagtgtgg ctacgcggat agagcagagg 40 



<210> 95 

<211> 42 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer 

<400> 95 

gcaagctcga ggcggccgct catgtgtgtg gcaacagctg cc 42 



<210> 96 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 96 

aaagaagctt atggagatat atcgtcaaga gttggtctaa gacacaaact acaatgcaaa 60 

cctttttcct ggtacctaga gaatatatat cctgattctc aaattccacg tcactatttc 120 

tcattgggag agatacgaaa tgtggaaacg aatcagtgtc tagataacat ggctagaaaa 180 

gagaatgaaa aagttggaat ttttaattgc catggtatgg ggggtaatca ggttttctct 240 

tatactgcca acaaagaaat tagaacagat gacctttgct tggatgtttc caaacttaat 300 

ggcccagtta caatgctcaa atgccaccac ctaaaaggca accaactctg ggagtatgac 360 
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ccagtgaaat taaccctgca gcatgtgaac agtaatcagt gcctggataa agccacagaa 420 
gaggatagcc aggtgcccag cattagagac tgcaatggaa gtcggtccca gcagtggctt 480 
cttcgaaacg tcacccttcc agaaatattc tga 513 

<210> 97 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 97 

Tyr Gly Asp lie Ser Ser Arg val Gly Leu Arg His Lys Leu Gin Cys 
1 5 10 " 15 

Lys Pro Phe Ser Trp Tyr Leu Glu Asn lie Tyr Pro Asp Ser Gin lie 
20 25 30 

Pro Arg His Tyr Phe Ser Leu Gly Glu lie Arg Asn val Glu Thr Asn 
35 40 45 

Gin Cys Leu Asp Asn Met Ala Arg Lys Glu Asn Glu Lys val Gly lie 
50 55 " 60 

Phe Asn Cys His Gly Met Gly Gly Asn Gin val Phe Ser Tyr Thr Ala 
65 70 75 80 

Asn Lys Glu lie Arg Thr Asp Asp Leu Cys Leu Asp Val ser Lys Leu 
85 90 95 

Asn Gly Pro val Thr Met Leu Lys Cys His His Leu Lys Gly Asn Gin 
100 105 110 

Leu Trp Glu Tyr Asp Pro val Lys Leu Thr Leu Gin His Val Asn Ser 
115 120 125 

Asn Gin Cys Leu Asp Lys Ala Thr Glu Glu Asp ser Gin Val Pro Ser 
130 135 140 

lie Arg Asp Cys Asn Gly Ser Arg Ser Gin Gin Trp Leu Leu Arg Asn 
145 150 " 155 160 

val Thr Leu Pro Glu lie Phe 
165 

<210> 98 

<211> 417 

<212> DNA 

<213> Homo sapiens 

<400> 98 
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tatccagagt taagggttcc agaccatcag gatatagctt ttggggcctt gcagcaggga 60 

actaactgcc tcgacacttt gggacacttt gctgatggtg tggttggagt ttatgaatgt 120 

cacaatgctg ggggaaacca ggaatgggcc ttgacgaagg agaagtcggt gaagcacatg 180 

gatttgtgcc ttactgtggt ggaccgggca ccgggctctc ttataaagct gcagggctgc 240 

cgagaaaatg acagcagaca gaaatgggaa cagatcgagg gcaactccaa gctgaggcac 300 

gtgggcagca acctgtgcct ggacagtcgc acggccaaga gcgggggcct aagcgtggag 360 

gtgtgtggcc cggccctttc gcagcagtgg aagttcacgc tcaacctgca gcagtag 417 

<210> 99 

<211> 138 

<212> PRT 

<213> Homo sapiens 

<400> 99 

Tyr Pro Glu Leu Arg Val Pro Asp His Gin Asp lie Ala Phe Gly Ala 
1 5 10 15 

Leu Gin Gin Gly Thr Asn Cys Leu Asp Thr Leu Gly His Phe Ala Asp 
20 25 30 

Gly val val Gly val Tyr Glu Cys His Asn Ala Gly Gly Asn Gin Glu 
35 40 45 

Trp Ala Leu Thr Lys Glu Lys Ser val Lys His Met Asp Leu Cys Leu 
50 55 60 

Thr val Val Asp Arg Ala Pro Gly Ser Leu lie Lys Leu Gin Gly Cys 
65 70 75 80 

Arg Glu Asn Asp Ser Arg Gin Lys Trp Glu Gin lie Glu Gly Asn Ser 
85 90 95 

Lys Leu Arg His val Gly Ser Asn Leu Cys Leu Asp Ser Arg Thr Ala 
100 ' 105 110 

Lys Ser Gly Gly Leu Ser val Glu val Cys Gly Pro Ala Leu Ser Gin 
115 120 125 

Gin Trp Lys Phe Thr Leu Asn Leu Gin Gin 
130 135 

<210> 100 

<211> 507 

<212> DNA 

<213> Homo sapiens 

<400> 100 
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LLai l Ly y Ly 


al~rl~l~1"f~;*;?a. 

cill l i_ LLaua 


aanatttnaa 
ddy d l l Ly dd 


al*aaaara/-r 

ex. LaadaLCiLL 


a 1* r 1" 1" r a o 1* n 

y l v.uyy Ly 


Luaaau LLLL 




aLaLLjy LaLL 


Lyctcll.cicil.clL 


ttatrranan 
L LdLLLdydy 


y Ly Ld Ly Ly L. 


LayciLL l Ldd 


LLLLy L Ld L d 




"t"f~t"nna"t~af*a 
LL.Lyyd.LaL.cl 


L Lad. day L.y L 


Lyyn_dyL.L l 


rtatntrtnn 
L, Ld. Ly ll. Ly y 


atfittnnana 
d Ly l Lyydyd 


aaaraatraa 
dddL-dd LLdd 


low 


ggdggcdddc 


rattaattat 


g La LaCa T_g L 


cd Lggdc l Ly 


onnna a a /~ /- a 

yyyydddCLd 


g LdL L L Ly dd 




LdL.LL.LyL.LL. 


aaratnaa a +■ 
ddLaLydddl 


LCyyCdLddL 


a-t-fz-anaann 

d LCCdy ddy y 


aattatntrt 
dd L Ld Ly LL L 


LL.dLyL.LyL.l_ 




caaggtctcg 


ttcagctgaa 


ggcatgtacc 


tacaaaggtc 


acaagacagt 


tgtcactgga 


360 


gagcagatat 


gggagatcca 


gaaggatcaa 


cttctataca 


atccattctt 


aaaaatgtgc 


420 


ctttcagcaa 


atggagagca 


tccaagttta 


gtgtcatgca 


acccatcaga 


tccactccaa 


480 


aaatggatac 


ttagccaaaa 


tgattaa 








507 



<210> 101 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 101 

Phe Gly Asp Leu Ser Lys Arg Phe Glu lie Lys His Arg Leu Arg Cys 
1 5 10 ' 15 

Lys Asn Phe Thr Trp Tyr Leu Asn Asn lie Tyr Pro Glu Val Tyr Val 
20 25 30 

Pro Asp Leu Asn Pro Val lie Ser Gly Tyr lie Lys Ser Val Gly Gin 
35 40 45 

Pro Leu Cys Leu Asp val Gly Glu Asn Asn Gin Gly Gly Lys Pro Leu 
50 55 60 

lie Met Tyr Thr Cys His Gly Leu Gly Gly Asn Gin Tyr Phe Glu Tyr 
65 70 75 80 

Ser Ala Gin His Glu lie Arg His Asn lie Gin Lys Glu Leu Cys Leu 
85 ~ 90 95 

His Ala Ala Gin Gly Leu Val Gin Leu Lys Ala Cys Thr Tyr Lys Gly 
100 105 110 

His Lys Thr val Val Thr Gly Glu Gin lie Trp Glu lie Gin Lys Asp 
115 120 125 

Gin Leu Leu Tyr Asn Pro Phe Leu Lys Met Cys Leu Ser Ala Asn Gly 
130 135 140 

Glu His Pro Ser Leu val Ser Cys Asn Pro Ser Asp Pro Leu Gin Lys 
145 150 155 160 
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Trp lie Leu Ser Gin Asn Asp 
165 



<210> 102 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<400> 102 

gaggatagac caggctggca tggggctatt cgcagtagag ggatctcgtc tgaatgttta 60 

gattataatt ctcctgacaa caaccccaca ggtgctaacc tttcactgtt tggatgccat 120 

ggtcaaggag gcaatcaatt ctttgaatat acttcaaaca aagaaataag gtttaattct 180 

gtgacagagt tatgtgcaga ggtacctgag caaaaaaatt atgtgggaat gcaaaattgt 240 

cccaaagatg ggttccctgt accagcaaac attatttggc attttaaaga agatggaact 300 

atttttcacc cacactcagg actgtgtctt agtgcttatc ggacaccgga gggccgacct 360 

gatgtacaaa tgagaacttg tgatgctcta gataaaaatc aaatttggag ttttgagaaa 420 

tag 423 

<210> 103 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 103 

Ala Tyr Gly Asp lie Ser Glu Arg Lys Leu Leu Arg Glu Arg Leu Arg 
15 10 15 

Cys Lys Ser Phe Asp Trp Tyr Leu Lys Asn val Phe Pro Asn Leu His 
20 25 30 

val Pro Glu Asp Arg Pro Gly Trp His Gly Ala lie Arg Ser Arg Gly 
35 ~ 40 45 

lie Ser ser Glu Cys Leu Asp Tyr Asn Ser Pro Asp Asn Asn Pro Thr 
50 55 60 

Gly Ala Asn Leu Ser Leu Phe Gly Cys His Gly Gin Gly Gly Asn Gin 
65 70 75 80 

Phe Phe Glu Tyr Thr Ser Asn Lys Glu lie Arg Phe Asn ser val Thr 
85 90 95 

Glu Leu Cys Ala Glu Val Pro Glu Gin Lys Asn Tyr val Gly Met Gin 
100 105 110 
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Asn Cys Pro Lys Asp Gly Phe Pro Val Pro Ala Asn lie lie Trp His 
115 120 125 



Phe Lys Glu Asp Gly Thr lie Phe His Pro His ser Gly Leu Cys Leu 

130 135 140 

Ser Ala Tyr Arg Thr Pro Glu Gly Arg Pro Asp val Gin Met Arg Thr 

145 150 155 160 

Cys Asp Ala Leu Asp Lys Asn Gin lie Trp Ser Phe Glu Lys 
165 170 



<210> 104 

<211> 510 

<212> DNA 

<213> Homo sapiens 

<400> 104 



ttagatgttg 


gcaacctcac 


ccagcaaagg 


gagctgcgaa 


agaaactgaa gtgcaaaagt 


60 


ttcaaatggt 


acttggagaa 


tgtctttcct 


gacttaaggg 


ctcccattgt 


gagagctagt 


120 


ggtgtgctta 


ttaatgtggc 


tttgggtaaa 


tgcatttcca 


ttgaaaacac 


tacagtcatt 


180 


ctggaagact 


gcgatgggag 


caaagagctt 


caacaattta 


attacacctg 


gttaagactt 


240 


attaaatgtg 


gagaatggtg 


tatagccccc 


atccctgata 


aaggagccgt 


aaggctgcac 


300 


ccttgtgata 


acagaaacaa 


agggctaaaa 


tggctgcata 


aatcaacatc 


agtctttcat 


360 


ccagaactgg 


tgaatcacat 


tgtttttgaa 


aacaatcagc 


aattattatg 


cttggaagga 


420 


aatttttctc 


aaaagatcct 


gaaagtagct 


gcctgtgacc 


cagtgaagcc 


atatcaaaag 


480 


tggaaatttg 


aaaaatatta 


tgaagcctga 








510 



<210> 105 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<400> 105 

Asp Val Gly Asn Leu Thr Gin Gin Arg Glu Leu Arg Lys Lys Leu Lys 
15 10 " 15 

Cys Lys Ser Phe Lys Trp Tyr Leu Glu Asn Val Phe Pro Asp Leu Arg 
20 25 30 

Ala Pro lie val Arg Ala ser Gly val Leu lie Asn val Ala Leu Gly 
35 ~ 40 45 

Lys Cys lie Ser lie Glu Asn Thr Thr Val lie Leu Glu Asp Cys Asp 
50 55 60 
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Ser Lys 



Glu Leu 



Gin Gin Phe Asn Tyr Thr Trp Leu Arg Leu lie 
70 75 80 



Lys Cys Gly Glu Trp cys lie Ala Pro lie Pro Asp Lys Gly Ala val 
85 90 95 

Arg Leu His Pro Cys Asp Asn Arg Asn Lys Gly Leu Lys Trp Leu His 
100 105 110 

Lys Ser Thr Ser val Phe His Pro Glu Leu val Asn His lie val Phe 
115 120 125 

Glu Asn Asn Gin Gin Leu Leu Cys Leu Glu Gly Asn Phe Ser Gin Lys 
130 135 140 

lie Leu Lys val Ala Ala Cys Asp Pro Val Lys Pro Tyr Gin Lys Trp 
145 150 155 160 

Lys Phe Glu Lys Tyr Tyr Glu Ala 
165 



<210> 106 
<211> 498 
<212> DNA 
<213> Homo sapiens 










<400> 106 
tccttcggtg 


acatttcgga 


acgactgcag 


ctgagggaac aactgcactg 


tcacaacttt 


60 


tcctggtacc 


tgcacaatgt 


ctacccagag 


atgtttgttc ctgacctgac 


gcccaccttc 


120 


tatggtgcca 


tcaagaacct 


cggcaccaac 


caatgcctgg atgtgggtga 


gaacaaccgc 


180 


ggggggaagc 


ccctcatcat 


gtactcctgc 


cacggccttg gcggcaacca 


gtactttgag 


240 


tacacaactc 


agagggacct 


tcgccacaac 


atcgcaaagc agctgtgtct 


acatgtcagc 


300 


aagggtgctc 


tgggccttgg 


gagctgtcac 


ttcactggca agaatagcca 


ggtccccaag 


360 


gacgaggaat 


gggaattggc 


ccaggatcag 


ctcatcagga actcaggatc 


tggtacctgc 


420 


ctgacatccc 


aggacaaaaa 


gccagccatg 


gccccctgca atcccagtga 


cccccatcag 


480 


ttgtggctct 


ttgtctag 








498 



<210> 107 

<211> 165 . 

<212> PRT 

<213> Homo sapiens 

<400> 107 

Ser Phe Gly Asp lie Ser Glu Arg Leu Gin Leu Arg Glu Gin Leu His 
1 5 10 15 
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Cys His Asn Phe Ser Trp Tyr Leu His Asn Val Tyr Pro Glu Met Phe 
20 25 30 



val Pro Asp Leu Thr Pro Thr Phe Tyr Gly Ala lie Lys Asn Leu Gly 
35 40 45 

Thr Asn Gin Cys Leu Asp val Gly Glu Asn Asn Arg Gly Gly Lys Pro 
50 55 60 

Leu lie Met Tyr Ser Cys His Gly Leu Gly Gly Asn Gin Tyr Phe Glu 
65 70 75 80 

Tyr Thr Thr Gin Arg Asp Leu Arg His Asn lie Ala Lys Gin Leu Cys 
85 90 95 

Leu His Val Ser Lys Gly Ala Leu Gly Leu Gly Ser Cys His Phe Thr 
100 105 110 

Gly Lys Asn ser Gin val Pro Lys Asp Glu Glu Trp Glu Leu Ala Gin 
115 120 125 

Asp Gin Leu lie Arg Asn Ser Gly ser Gly Thr Cys Leu Thr Ser Gin 
130 " 135 140 

Asp Lys Lys Pro Ala Met Ala Pro Cys Asn Pro Ser Asp Pro His Gin 
145 150 155 160 

Leu Trp Leu Phe Val 
165 

<210> 108 
<211> 501 
<212> DNA 
<213> Homo sapiens 

<400> 108 

tatggggata tatcggagct gaaaaaattt cgagaagatc acaactgcca aagttttaag 60 

tggttcatgg aagaaatagc ttatgatatc acctcacact accctttgcc acccaaaaat 120 

gttgactggg gagaaatcag aggcttcgaa actgcttact gcattgatag catgggaaaa 180 

acaaatggag gctttgttga actaggaccc tgccacagga tgggagggaa tcagcttttc 240 

agaatcaatg aagcaaatca actcatgcag tatgaccagt gtttgacaaa gggagctgat 300 

ggatcaaaag ttatgattac acactgtaat ctaaatgaat ttaaggaatg gcagtacttc 360 

aagaacctgc acagatttac tcatattcct tcaggaaagt gtttagatcg ctcagaggtc 420 

ctgcatcaag tattcatctc caattgtgac tccagtaaaa cgactcaaaa atgggaaatg 480 

aataacatcc atagtgttta g 501 
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<210> 109 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 109 

Tyr Gly Asp lie Ser Glu Leu Lys Lys Phe Arg Glu Asp His Asn Cys 
1 5 10 15 

Gin Ser Phe Lys Trp Phe Met Glu Glu lie Ala Tyr Asp lie Thr Ser 
20 25 30 

His Tyr Pro Leu Pro Pro Lys Asn val Asp Trp Gly Glu lie Arg Gly 
35 40 45 

Phe Glu Thr Ala Tyr Cys lie Asp Ser Met Gly Lys Thr Asn Gly Gly 
50 ' 55 60 

Phe val Glu Leu Gly Pro Cys His Arg Met Gly Gly Asn Gin Leu Phe 
65 70 ' " 75 80 

Arg lie Asn Glu Ala Asn Gin Leu Met Gin Tyr Asp Gin Cys Leu Thr 
85 90 95 

Lys Gly Ala Asp Gly Ser Lys val Met lie Thr His Cys Asn Leu Asn 
100 105 110 

Glu Phe Lys Glu Trp Gin Tyr Phe Lys Asn Leu His Arg Phe Thr His 
115 120 125 

lie Pro Ser Gly Lys Cys Leu Asp Arg Ser Glu Val Leu His Gin val 
130 135 " 140 

Phe lie Ser Asn Cys Asp Ser Ser Lys Thr Thr Gin Lys Trp Glu Met 
145 150 155 160 

Asn Asn lie His Ser Val 
165 

<210> 110 
<211> 534 
<212> DNA 
<213> Homo sapiens 

<400> 110 

gacgtttctt ccagaatggc actccgggaa aaactgaaat gtaaaacttt tgactggtac 60 
ctgaaaaatg tttatccact cttgaagcca ctccacacca tcgtgggcta tggaagaatg 120 
aaaaacctat tggatgaaaa tgtctgcttg gatcagggac ccgttccagg caacaccccc 180 
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atcatgtatt actgccatga attcagctca cagaatgtct actatcacct aactggggag 240 

ctctatgtgg gacaactgat tgcagaggcc agtgctagtg atcgctgcct gacagaccct 300 

ggcaaggcgg agaagcccac cttagaacca tgctccaagg cagctaagaa tagactgcat 360 

atatattggg attttaaacc gggaggagct gtcataaaca gagataccaa gcggtgtctg 420 

gagatgaaga aggatctttt gggtagccac gtgcttgtgc tccagacctg tagcacgcaa 480 

gtgtgggaaa tccagcacac tgtcagagac tggggtcaga ccaacagcca gtga 534 

<210> 111 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 111 

Phe Gly Asp Val Ser ser Arg Met Ala Leu Arg Glu Lys Leu Lys Cys 
1 5 10 ~ 15 

Lys Thr Phe Asp Trp Tyr Leu Lys Asn Val Tyr Pro Leu Leu Lys Pro 
20 25 30 

Leu His Thr lie val Gly Tyr Gly Arg Met Lys Asn Leu Leu Asp Glu 
35 40 45 

Asn val Cys Leu Asp Gin Gly Pro val Pro Gly Asn Thr Pro lie Met 
50 55 60 

Tyr Tyr Cys His Glu Phe Ser Ser Gin Asn Val Tyr Tyr His Leu Thr 
65 70 75 80 

Gly Glu Leu Tyr val Gly Gin Leu lie Ala Glu Ala Ser Ala Ser Asp 
85 90 95 

Arg Cys Leu Thr Asp Pro Gly Lys Ala Glu Lys Pro Thr Leu Glu Pro 
100 105 110 

Cys Ser Lys Ala Ala Lys Asn Arg Leu His lie Tyr Trp Asp Phe Lys 
115 120 125 

Pro Gly Gly Ala val lie Asn Arg Asp Thr Lys Arg Cys Leu Glu Met 
130 135 140 

Lys Lys Asp Leu Leu Gly Ser His val Leu val Leu Gin Thr Cys Ser 
145 150 155 160 

Thr Gin val Trp Glu lie Gin His Thr val Arg Asp Trp Gly Gin Thr 
165 170 175 
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Asn ser Gin 



<210> 112 
<211> 534 
<212> DNA 
<213> Homo sapiens 












<400> 112 
ttcggggacg 


tgtctgagag 




v_y Li_d.yd.yyi_ 


Ly ddy Ly Lv_y 


LdLJL L LLddy 


DU 


tggtacctgg 


agaacgtgta 


LLLy y ay d Ly 


dyyyLLLdLd 


dLddLdLLL L 


rarntarnna 
L,dCyLdL.yyd 




gaggtgagaa 


acagcaaagc 


LaLJ LtjLL LaL 


LyLLLyydLL. 


annnafirnna 

agggagcgga 


ggacggcgac 


-LOU 


cgggcgatcc 


tctacccctg 


ccacgggatg 


tcctcccagc 


tggtgcggta 


cagcgctgac 


240 


ggcctgctgc 


agctggggcc 


tctgggctcc 


acagccttct 


tgcctgactc 


caagtgtctg 


300 


gtggatgacg 


gcacgggccg 


catgcccacc 


ctgaagaggt 


gtgaggatgt 


ggcgcggcca 


360 


acacagcggc 


tgtgggactt 


cacccagagt 


ggccccattg 


tgagccgggc 


cacgggccgc 


420 


tgcctggagg 


tggagatgtc 


caaagatgcc 


aactttgggc 


tccggctggt 


ggtacagagg 


480 


tgctcggggc 


agaagtggat 


gatcagaaac 


tggatcaaac 


acgcacggca 


ctga 


534 



<210> 113 

<211> 177 

<212> PRT 

<213> Homo sapiens 

<400> 113 

Phe Gly Asp val Ser Glu Arg Leu Ala Leu Arg Gin Arg Leu Lys Cys 
1 5 10 15 

Arg ser Phe Lys Trp Tyr Leu Glu Asn Val Tyr Pro Glu Met Arg Val 
20 25 30 

Tyr Asn Asn Thr Leu Thr Tyr Gly Glu val Arg Asn Ser Lys Ala Ser 
35 40 " 45 

Ala Tyr Cys Leu Asp Gin Gly Ala Glu Asp Gly Asp Arg Ala lie Leu 
50 55 60 

Tyr pro Cys His Gly Met Ser Ser Gin Leu val Arg Tyr Ser Ala Asp 
65 70 75 ~ ' 80 

Gly Leu Leu Gin Leu Gly Pro Leu Gly Ser Thr Ala Phe Leu Pro Asp 
85 90 95 

Ser Lys Cys Leu val Asp Asp Gly Thr Gly Arg Met Pro Thr Leu Lys 
100 105 110 
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Arg Cys Glu Asp Val Ala Arg Pro Thr Gin Arg Leu Trp Asp Phe Thr 
115 120 " 125 



Gin Ser Gly Pro lie Val Ser Arg Ala Thr Gly Arg cys Leu Glu Val 
130 * 135 140 

Glu Met Ser Lys Asp Ala Asn Phe Gly Leu Arg Leu val Val Gin Arg 

145 150 " 155 160 

Cys Ser Gly Gin Lys Trp Met lie Arg Asn Trp lie Lys His Ala Arg 

165 170 175 



His 



<210> 114 

<211> 564 

<212> DNA 

<213> Homo sapiens 

<400> 114 



gctggggatg 


tcgcagtcca 


gaaaaagctc 


cgcagctccc 


ttaactgcaa 


gagtttcaag 


60 


tggtttatga 


cgaagatagc 


ctgggacctg 


cccaaattct 


acccacccgt 


ggagcccccg 


120 


gctgcagctt 


ggggggagat 


ccgaaatgtg 


ggcacagggc 


tgtgtgcaga 


cacaaagcac 


180 


ggggccttgg 


gctccccact 


aaggctagag 


ggctgcgtcc 


gaggccgtgg 


ggaggctgcc 


240 


tggaacaaca 


tgcaggtatt 


caccttcacc 


tggagagagg 


acatccggcc 


tggagacccc 


300 


cagcacacca 


agaagttctg 


ctttgatgcc 


atttcccaca 


ccagccctgt 


cacgctgtac 


360 


gactgccaca 


gcatgaaggg 


caaccagctg 


tggaaatacc 


gcaaagacaa 


gaccctgtac 


420 


caccctgtca 


gtggcagctg 


catggactgc 


agtgaaagtg 


accataggat 


cttcatgaac 


480 


acctgcaacc 


catcctctct 


cacccagcag 


tggctgtttg 


aacacaccaa 


ctcaacagtc 


540 


ttggaaaaat 


tcaataggaa 


ctga 
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<210> 115 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 115 

Ala Gly Asp val Ala val Gin Lys Lys Leu Arg Ser Ser Leu Asn cys 
1 5 10 15 



Lys Ser Phe Lys Trp Phe Met Thr Lys lie Ala Trp Asp Leu Pro Lys 
20 25 30 



Phe Tyr Pro Pro val Glu Pro Pro Ala Ala Ala Trp Gly Glu lie Arg 
35 40 45 
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Asn Val Gly Thr Gly Leu Cys Ala Asp Thr Lys His Gly Ala Leu Gly 
50 55 60 



Ser Pro Leu Arg Leu Glu Gly Cys Val Arg Gly Arg Gly Glu Ala Ala 
65 70 75 80 

Trp Asn Asn Met Gin val Phe Thr Phe Thr Trp Arg Glu Asp lie Arg 
85 90 95 

Pro Gly Asp Pro Gin His Thr Lys Lys Phe Cys Phe Asp Ala lie Ser 
100 105 110 

His Thr Ser Pro Val Thr Leu Tyr Asp Cys His Ser Met Lys Gly Asn 
115 120 ' 125 

Gin Leu Trp Lys Tyr Arg Lys Asp Lys Thr Leu Tyr His Pro val Ser 
130 135 140 

Gly ser Cys Met Asp Cys Ser Glu Ser Asp His Arg lie Phe Met Asn 
145 150 155 " 160 

Thr Cys Asn Pro Ser Ser Leu Thr Gin Gin Trp Leu Phe Glu His Thr 
165 170 175 

Asn Ser Thr Val Leu Glu Lys Phe Asn Arg Asn 
180 185 

<210> 116 
<211> 549 
<212> DNA 
<213> Homo sapiens 

<400> 116 

tgcaatatca gtgagcgtgt ggaactgaga aagaagttgg gctgtaaatc atttaaatgg 60 

tatttggata atgtataccc agagatgcag atatctgggt cccacgccaa accccaacaa 120 

cccatttttg tcaatagagg gccaaaacga cccaaagtcc ttcaacgtgg aaggctctat 180 

cacctccaga ccaacaaatg cctggtggcc cagggccgcc caagtcagaa gggaggtctc 240 

gtggtgctta aggcctgtga ctacagtgac ccaaatcaga tctggatcta taatgaagag 300 

catgaattgg ttttaaatag tctcctttgt ctagatatgt cagagactcg ctcatcagac 360 

ccgccacggc tcatgaaatg ccacgggtca ggaggatccc agcagtggac ctttgggaaa 420 

aacaatcggc tataccaggt gtcggttgga cagtgcctga gagcagtgga tcccctgggt 480 

cagaagggct ctgtcgccat ggcgatctgc gatggctcct cttcacagca gtggcatttg 540 

gaaggttaa 549 
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<210> 117 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 117 

Asn lie Ser Glu Arg val Glu Leu Arg Lys Lys Leu Gly cys Lys ser 
15 10 15 

Phe Lys Trp Tyr Leu Asp Asn val Tyr Pro Glu Met Gin lie ser Gly 
20 25 30 

Ser His Ala Lys Pro Gin Gin Pro lie Phe val Asn Arg Gly Pro Lys 
35 40 45 

Arg Pro Lys Val Leu Gin Arg Gly Arg Leu Tyr His Leu Gin Thr Asn 
50 55 60 

Lys Cys Leu Val Ala Gin Gly Arg Pro Ser Gin Lys Gly Gly Leu val 
65 70 75 80 

val Leu Lys Ala Cys Asp Tyr Ser Asp Pro Asn Gin lie Trp lie Tyr 
85 90 95 

Asn Glu Glu His Glu Leu Val Leu Asn Ser Leu Leu Cys Leu Asp Met 
100 105 110 

Ser Glu Thr Arg Ser Ser Asp Pro Pro Arg Leu Met Lys Cys His Gly 
115 ~ 120 125 

Ser Gly Gly Ser Gin Gin Trp Thr Phe Gly Lys Asn Asn Arg Leu Tyr 
130 135 140 

Gin val ser val Gly Gin Cys Leu Arg Ala val Asp Pro Leu Gly Gin 
145 150 " 155 160 

Lys Gly Ser Val Ala Met Ala lie Cys Asp Gly Ser Ser Ser Gin Gin 
165 170 175 

Trp His Leu Glu Gly 
180 

<210> 118 
<211> 525 
<212> DNA 
<213> Homo sapiens 

<400> 118 

tgggatgtga cagagaggaa gcagctccgg gacaagctcc agtgtaaaga cttcaagtgg 
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v- Ly Ly LflLLL 


ayaa\- Lyv.a i_ 


y *-y L y a yy 


acaggcctgg 


cttcttcggg 


120 




araaannart 
dLdddy y dL L 


aaranarf 
aaLayaL LaL 


LyLLLiyaLL 


ataaccctcc 


cgatgaaaac 


180 


cay d l ty tyy 


ydv.dcv.dyy l 


rattrf ntar 
Ldl LL. Ly LdL 




ggatgggcca gaatcagttt 


740 


ttrnantara 
L LLydy Lata 


rntrrranaa 


anaaat arnr 
dydddLdv.yv_ 


tataararrr 
LaiaaLaLLv. 


accagcctga gggctgcatt 


100 


gctgtggaag 


caggaatgga 


tacccttatc 


atgcatctct 


gcgaagaaac 


tgccccagag 


360 


aatcagaagt 


tcatcttgca 


ggaggatgga 


tctttatttc 


acgaacagtc 


caagaaatgt 


420 


gtccaggctg 


cgaggaagga 


gtcgagtgac 


agtttcgttc 


cactcttacg 


agactgcacc 


480 


aactcggatc 


atcagaaatg 


gttcttcaaa 


gagcgcatgt 


tatga 
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<210> 119 

<211> 173 

<212> PRT 

<213> Homo sapiens 

<400> 119 

Asp val Thr Glu Arg Lys Gin Leu Arg Asp Lys Leu Gin Cys Lys Asp 
15 10 15 

Phe Lys Trp Phe Leu Glu Thr Val Tyr Pro Glu Leu His Val Pro Glu 
20 25 30 

Asp Arg Pro Gly Phe Phe Gly Met Leu Gin Asn Lys Gly Leu Thr Asp 
35 40 45 

Tyr Cys Phe Asp Tyr Asn Pro Pro Asp Glu Asn Gin lie val Gly His 
50 " 55 60 

Gin val lie Leu Tyr Leu Cys His Gly Met Gly Gin Asn Gin Phe Phe 
65 70 75 80 

Glu Tyr Thr Ser Gin Lys Glu lie Arg Tyr Asn Thr His Gin Pro Glu 
85 ' 90 95 

Gly Cys lie Ala val Glu Ala Gly Met Asp Thr Leu lie Met His Leu 
100 105 110 

Cys Glu Glu Thr Ala Pro Glu Asn Gin Lys Phe lie Leu Gin Glu Asp 
115 120 125 

Gly Ser Leu Phe His Glu Gin Ser Lys Lys Cys val Gin Ala Ala Arg 
130 135 140 

Lys Glu ser ser Asp Ser Phe val Pro Leu Leu Arg Asp Cys Thr Asn 
145 150 155 ~ 160 
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Ser Asp His Gin Lys Trp Phe Phe Lys Glu Arg 
165 170 



Met Leu 



<210> 120 
<211> 528 
<212> DNA 
<213> Homo sapiens 












<400> 120 
tctgagaagc 


cagactgcat 


ggaacgc l xg 


cage ugcaaa 


ggagdceggg 


l tg ucggacd 


ou 


ttccactggt 


ttctggctaa 


•\- ry\~ f- +~ ~^ f~ f f +• 

Lgx.c taccc l 


gage xg Ldcc 


v_d LL LgddCL 


caggcccag l 




ttctctggaa 


agctccacaa 


cac uggac l l 


gggc lc tg tg 


/- -3 /-i -3 /~ n /- /- ^ 

edgde ugeca 


ggcdgddggg 


1 BO 


gacatcctgg 


gctgtcccat 


ggtgttggct 


ecttgeagtg 


acagccggca 


gcaacagtac 


240 


ctgcagcaca 


ccagcaggaa 


ggagattcac 


tttggcagcc 


cacagcacct 


gtgetttget 


300 


gtcaggcagg 


agcaggtgat 


tcttcagaac 


tgeaeggagg 


aaggcctggc 


catccaccag 


360 


cagcactggg 


acttccagga 


gaatgggatg 


attgtccaca 


ttctttctgg 


gaaatgcatg 


420 


gaagctgtgg 


tgcaagaaaa 


caataaagat 


ttgtacctgc 


gtccgtgtga 


tggaaaagee 


480 


cgccagcagt 


ggcgttttga 


ccagatcaat 


gctgtggatg 


aacgatga 
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<210> 121 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 121 

Glu Lys Pro Asp Cys Met Glu Arg Leu Gin Leu Gin Arg Arg Leu Gly 
1 5 10 ~ 15 

Cys Arg Thr Phe His Trp Phe Leu Ala Asn val Tyr Pro Glu Leu Tyr 
20 25 '30 

Pro Ser Glu Pro Arg Pro Ser Phe Ser Gly Lys Leu His Asn Thr Gly 
35 40 ' 45 

Leu Gly Leu Cys Ala Asp Cys Gin Ala Glu Gly Asp lie Leu Gly Cys 
50 55 60 

pro Met val Leu Ala Pro Cys Ser Asp Ser Arg Gin Gin Gin Tyr Leu 
65 70 75 80 

Gin His Thr Ser Arg Lys Glu lie His Phe Gly Ser Pro Gin His Leu 
85 90 95 

Cys Phe Ala val Arg Gin Glu Gin val lie Leu Gin Asn Cys Thr Glu 
100 ~ 105 110 
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Glu Gly Leu Ala lie His Gin Gin His Trp Asp Phe Gin Glu Asn Gly 
115 120 125 



Met lie val His lie Leu Ser Gly Lys Cys Met Glu Ala val val Gin 

130 135 140 

Glu Asn Asn Lys Asp Leu Tyr Leu Arg Pro Cys Asp Gly Lys Ala Arg 
145 150 * 155 160 

Gin Gin Trp Arg Phe Asp Gin lie Asn Ala Val Asp Glu Arg 

165 170 



<210> 122 

<211> 498 

<212> DNA 

<213> Homo sapiens 

<400> 122 



tatggagatg 


tgtcagtcag 


aaaaacacta 


agagaaaatc 


tgaagtgtaa gcccttttct 


60 


tggtacctag 


aaaacatcta tccggactcc 


cagatcccaa gacgttatta ctcacttggt 


120 


gagataagaa 


atgttgaaac 


caatcagtgt 


ttagacaaca 


tgggccgcaa 


ggaaaatgaa 


180 


aaagtgggta 


tattcaactg 


tcatggtatg 


ggaggaaatc 


aggtattttc 


ttacactgct 


240 


gacaaagaaa 


tccgaaccga 


tgacttgtgc 


ttggatgttt 


ctagactcaa 


tggacctgta 


300 


atcatgttaa 


aatgccacca 


tatgagagga 


aatcagttat 


gggaatatga 


tgctgagaga 


360 


ctcacgttgc 


gacatgttaa 


cagtaaccaa 


tgtctcgatg 


aaccttctga 


agaagacaaa 


420 


atggtgccta 


caatgcagga 


ctgtagtgga 


agcagatccc 


aacagtggct 


gctaaggaac 


480 


atgaccttgg 


gcacatga 










498 



<210> 123 

<211> 165 

<212> PRT 

<213> Homo sapiens 

<400> 123 

Tyr Gly Asp val Ser Val Arg Lys Thr Leu Arg Glu Asn Leu Lys Cys 
1 5 10 ~ 15 

Lys Pro Phe Ser Trp Tyr Leu Glu Asn lie Tyr Pro Asp Ser Gin lie 
20 25 30 

Pro Arg Arg Tyr Tyr Ser Leu Gly Glu lie Arg Asn val Glu Thr Asn 
35 40 " 45 

Gin cys Leu Asp Asn Met Gly Arg Lys Glu Asn Glu Lys val Gly lie 
50 55 60 
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Phe Asn Cys His Gly Met Gly Gly Asn Gin val Phe Ser Tyr Thr Ala 
65 70 75 80 



Asp Lys Glu lie Arg Thr Asp Asp Leu Cys Leu Asp val ser Arg Leu 
85 90 95 

Asn Gly Pro Val lie Met Leu Lys Cys His His Met Arg Gly Asn Gin 
100 105 110 



Leu Trp Glu Tyr Asp Ala Glu Arg Leu Thr Leu Arg His val Asn ser 
115 120 125 

Asn Gin Cys Leu Asp Glu Pro Ser Glu Glu Asp Lys Met Val Pro Thr 
130 135 140 

Met Gin Asp Cys Ser Gly Ser Arg ser Gin Gin Trp Leu Leu Arg Asn 
145 150 155 160 

Met Thr Leu Gly Thr 
165 

<210> 124 
<211> 516 
<212> DNA 
<213> Homo sapiens 

<400> 124 



tcgggaatgt tgagagcaga 


ttggacctga ggaagaatct 


gcgctgccag 


agcttcaagt 


60 


ggtacctgga gaatatctac 


cctgaactca gcatccccaa 


ggagtcctcc 


atccagaagg 


120 


gcaatatccg acagagacag 


aagtgcctgg 


aatctcaaag 


gcagaacaac 


caagaaaccc 


180 


caaacctaaa gttgagcccc 


tgtgccaagg 


tcaaaggcga 


agatgcaaag 


tcccaggtat 


240 


gggccttcac atacacccag 


aagatcctcc 


aggaggagct 


gtgcctgtca gtcatcacct 


300 


tgttccctgg cgccccagtg 


gttcttgtcc 


tttgcaagaa 


tggagatgac 


cgacagcaat 


360 


ggaccaaaac tggttcccac 


atcgagcaca 


tagcatccca 


cctctgcctc 


gatacagata 


420 


tgttcggtga tggcaccgag 


aacggcaagg 


aaatcggcgt 


caacccatgt 


gagtcctcac 


480 


tcatgagcca gcactgggac 


atggtgagtt 


cttgag 






516 



<210> 125 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<400> 125 

Phe Gly Asn val Glu Ser Arg Leu Asp Leu Arg Lys Asn Leu Arg Cys 
1 5 " 10 15 
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Gin Ser Phe Lys Trp Tyr Leu Glu Asn lie Tyr Pro Glu Leu Ser lie 
20 * 25 30 



Pro Lys Glu Ser Ser lie Gin Lys Gly Asn lie Arg Gin Arg Gin Lys 
35 40 45 

Cys Leu Glu Ser Gin Arg Gin Asn Asn Gin Glu Thr Pro Asn Leu Lys 
50 55 60 

Leu Ser Pro Cys Ala Lys Val Lys Gly Glu Asp Ala Lys Ser Gin Val 
65 70 75 80 

Trp Ala Phe Thr Tyr Thr Gin Lys lie Leu Gin Glu Glu Leu Cys Leu 
85 90 95 

Ser val lie Thr Leu Phe Pro Gly Ala Pro val Val Leu Val Leu Cys 
100 105 110 

Lys Asn Gly Asp Asp Arg Gin Gin Trp Thr Lys Thr Gly Ser His ll.e 
115 120 125 

Glu His lie Ala Ser His Leu Cys Leu Asp Thr Asp Met Phe Gly Asp 
130 135 140 

Gly Thr Glu Asn Gly Lys Glu lie Gly Val Asn Pro Cys Glu Ser Ser 
145 150 155 160 

Leu Met Ser Gin His Trp Asp Met val Ser Ser 
165 170 

<210> 126 
<211> 492 
<212> DNA 
<213> Homo sapiens 

<400> 126 

agtgtggcta cgcggataga gcagaggaag aagatgaact gcaagtcctt ccgctggtac 60 

ctggagaacg tctacccaga gctcacggtc cccgtgaagg aagcactccc cggcatcatt 120 

aagcaggggg tgaactgctt agaatctcag ggccagaaca cagctggtga cttcctgctt 180 

ggaatgggga tctgcagagg gtctgccaag aacccgcagc ccgcccaggc atggctgttc 240 

agtgaccacc tcatccagca gcaggggaag tgcctggctg ccacctccac cttaatgtcc 300 

tcccctggat ccccagtcat actgcagatg tgcaacccta gagaaggcaa gcagaaatgg 360 

aggagaaaag gatctttcat ccagcattca gtcagtggcc tctgcctgga gacaaagcct 420 

gcccagctgg tgaccagcaa gtgtcaggct gacgcccagg cccagcagtg gcagctgttg 480 

ccacacacat ga 492 
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<210> 127 

<211> 163 

<212> PRT : 

<213> Homo sapiens ' 

<400> 127 

Ser val Ala Thr Arg lie Glu Gin Arg Lys Lys Met Asn Cys Lys Ser 
1 5 10 15 

Phe Arg Trp Tyr Leu Glu Asn Val Tyr Pro Glu Leu Thr Val Pro Val 
20 25 30 

Lys Glu Ala Leu Pro Gly lie lie Lys Gin Gly Val Asn Cys Leu Glu 
35 40 45 

Ser Gin Gly Gin Asn Thr Ala Gly Asp Phe Leu Leu Gly Met Gly lie 
50 55 60 

Cys Arg Gly Ser Ala Lys Asn Pro Gin Pro Ala Gin Ala Trp Leu Phe 
65 70 75 80 

Ser Asp His Leu lie Gin Gin Gin Gly Lys Cys Leu Ala Ala Thr Ser 
85 90 95 : 

S 

Thr Leu Met Ser Ser Pro Gly Ser Pro Val lie Leu Gin Met Cys Asn 
100 105 110 

Pro Arg Glu Gly Lys Gin Lys Trp Arg Arg Lys Gly Ser Phe lie Gin 
115 120 125 

His Ser val Ser Gly Leu Cys Leu Glu Thr Lys Pro Ala Gin Leu val 
130 135 140 

Thr Ser Lys Cys Gin Ala Asp Ala Gin Ala Gin Gin Trp Gin Leu Leu 
145 150 155 160 

Pro His Thr 



REST AVAILABLE COPY 
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